1102 5= KB HEF L FFE- a2 7 FEREFLRORET
HoFRRRE  FEOMET PR TR 110E B R R
RS 4 RS EY/ 3 LI AU LIRNAD: U
* B 3308

WL R
ﬁp@ﬁzf?@iﬁ%?ﬁﬁﬁﬁﬁ?(éﬁ%iﬁ?)
TR 5L

KA H W R B — B > Sl S BB —(E MRl E S X > WB(FEE - %EL T
XOER AR EFHE T ES

1.106% B SRV RETE A R %/ Dok 2
A.l
B.2
C.10
D.20
2 A RHERSR IR 2 HIRCE - TR [ IERE
A EREEFIRI T A S SRR ARG
B. (i K oehlerI& B 5 =R R e i ELE R SR AE AP =
C.aHNECIRIETE A 2B FKoehlerZH J7 =
D .G SR IR R CIRRIIE S G0 e AR B VI HYRT T
/NIRRT - B EARIRRURE - B IEER - BRE - TURIRIE AR 7
AR R TEARE R
B.ITESEEPRI 17 B PR ER
C. 128k bR
D gk e
A ERRRSSOERERRE S 2 JFH - T IERE ?
AEH hEEETietE
B.SE R s A 2 BAE
CrrAEEA#A —EE
D.Silig MR R B S e i
5. THNA BRI Z S ATRTEAZE ?
ARPITRENFZE
B. R RTFE
C.ors BRI
D.+EVEFE
0. K A & BIEY @ ERIREEE S EMENERE - RIERE T ?
ABGERBIESRE
BEE R MR
C.B/INEFT U RE



DR E B A BB R
7 Ictotest i i i BR PR R M A sk 7y 2
A.glucose
B.protein
C.bilirubin
D .ketone body
S-T%ﬁmﬁ?f%%ﬁﬁ?ﬂ@%ﬁ% » [ b B AR

D Cirds
"\

A &TmEk

BB

CHTF

D. |- g4
0. I S B T B PR T I e 2
A BT

B0

CRZE

D448 T

10. T RIS B LA TR 2
A

B4 (L8

CAamH

D%

L R8s AHOFR G R BT TR 2

A RS - Eo s

BRI » LB

C.IR RN » LEE/D

DR - R/

12 PR R P S T KRR 1% » Filurinometer /45 524 TR - ELETEALLE B /b 2



.

1 000
H_;E':I
1.0
1 6%
1 00
(]
1 0
160

we

==y

)
P o
A.1.000

B.1.014

C.1.028
D.2.014
13 M ERH 2R 8 L 23U N YIEEA G 2
ARHE
B.REAA®
C.artn
D4t
14, FHeIfE s B 55 A DhReFEmens - BEAVE [ r A M LAV A gk g i 2
ALFRRE
B Hi g
CN
D.Ki&%
15.Hemoccult ICT/ZFIH S bEL ARV B MatEs: - HIFRERE A N YIeE B FRY AT 2 EA ?
A human hemoglobin#i /5
B.anti-human hemoglobin}ji &
C.human peroxidase}i 5
D.anti-human peroxidase$i g
16 FEIRA R H NHIMEIE T3 2
A FHRE R EE
B. Ak 4HAE
CFRAR4HAR
D. 5k F Rz 4HRE
17 .BAFAPER Ziehl-NeelsenZL (B EATRCI » 5o & #EER 2



A DR EBRLLE
B. B E % (mycolic acid) [ZJE
C.HEE Rt
D455 PL400 £ 17 B H1I5E
18 B s BAMB IR (0 ~ 2T - JHIRAVAS S, - FIREZE THIMIEYE ?
A RIS &
B iE B4 &
C. R W §5 45
D.Charcot-Leyden%
19 HERS B R E LB - THIFEE THELIE ?
A.MATE
B &%tk
C.AM%
D.JR¥z

20.65% Y £/ Nk R 75 [RERSA R - EERHIR IS A BERIIAER - T E RS RA TR % ?

A g EE ek
B.A%4HAE
CoME ER4HAE
D. B RE 4
21 Kafgs (pleural fluid ) 2 4MNE Ry f%) » &8 MR HEIREEDRE - AlMeHS nlee &y oI 2
ARVEFLEERK
B. B M A EEREK
C. & R Rz
DR H AR e P [
22 N\ HEAtiE L EE WA - oy BT AS BRI AT AR R - RISLARRLE N Y el A REAE Rk 2
A FF740RE (epidermal cell )
B. EE74HRE (epithelial cell )
C.hE74Hp ( mesothelial cell )
D. A 748K (endothelial cell )
23 NFAE AR 2 M O ELR AR B SR s ?
ALIMEBREEZ R E B K
B.pHFIP ¢ & FEAREENAR ML
C.Peo, miAEAIREEIARITL

D e 28 B 52
24 EE AR AR R E ORERE > PR T E iR ?
AGRAEHFH

B.lgE¥E



C.iEaEHE) /7
D.##r 5k
25. T HIA A M ERE Bl BiMaklers + Ui B 220G &t~ ELig » [T aHER ©
AL FIMaklers 180 - FEIRA TR
B .Maklers#8 [Ei&H &
C.{¢ FiMaklers g e & i
D .Maklerz 8% 7100 & 1058 22
26. T HIRIE A 2 Bk s AR RARY B AL 2
ALGEES
B .S
C.Hgf
D.E#S
27 7E 2P TR B- NESRERA RS ZE (B-hCG) ~ a-fa5iEH (AFP) FOR&SGHERS=/F (uE3) - ZH#ET N
5l fE EAR 2
A FEINE
Bt E
C.ha 5 E
DR e T
28 NGB —(E X BT B = RS R R IR AL 2
A.p
B.p
Cy
D.s
29. FHIMa 2 A B E NS08 (Necator americanus ) i FEHIIFN 2
A BRFHARRZFAIK
B. & 43 bhr
CIZ A A
D FRHAE B /&S]
30. THRITEAINEE | SEEEEE ("traveler's diarrhea" ) 2 PRIRIFIGZS ZRAY N YITTLL S A mk T A R R EERER © DFE
BT ( Cryptosporidium parvum) — OFWAFESE ( Giardia lamblia) E& ( Toxoplasma gondii)
AEDOQ
B£D®
C.EQQ
D.O@®
31. 58 RINE (Toxocara canis ) [NZVERRINATIE A - B FTRESEER MY 52 2
ARE Y I BR SE  h
B 15/ N3 B R s



C. Bk E AL IEH E i E
D . fghE R
32 NBEECE R (EI4RER (Angiostrongylus cantonensis ) f/VAE AR 3% i
ALJitilg
B hE
C.IRIE
D .f& A
33. NIl o] DUE RSB RIERDRE. ( Entamoeba histolytica) JWSECFRE ( Entamoeba hartmanni) (5ERs
(cyst) ?
A KN
B.ZziE H
CIuik
D.JE @88 (chromatoidal bars) HYFZK
34. Ry MY A A sl 0 SRS A B RGR, (autoinfection) ?
A . EERFIR &% ( Clonorchis sinensis )
BIE#REF43 8 (Capillaria philippinensis )
C.IB R Mk & (Schistosoma haematobium )
D.fsai&ss ( Taenia saginata)

\\\\\

35 NBREBZED% - HIRIRZ T & i N E AR & 2

AALmER

B.&0E

C.EBHEAS

D.Flip{E

36 PRI AR AR A4S R T - AL ATRE R R 2

Color vellow
Sp.Gr. 1.019
pH 6
Glucose positive
Protein negative
Ketone positive
Bilirubin negative
Urobilinogen 0.1 EU/dL
Blood negative
Nitrite negative
Leukocytes negative

A KPR A\ YRS

B A&HIRES

C. RIS R b e



D.IEE 2R
37.%E 1 (hemothorax ) B » MUREARGEIRER ~ MBKATELLE PR &4 R % /D 2
A.408i10
B.408i15
C.358115
D.358120
38 %%/ F Auramine-Rhodamine stainf4 1% » % T SR 42 ©
ABATRET
B.HERET
Catt
D. &t
39. FEIORRAETRAT B B SRR T 8iinst R - B Ry [FIR B IR RN EE T Sinss L - AiuHpTe & T RE K
NEIeT A ?

@
N

o @

@
A TREES

B 545
o
D. @B

407K R8> BRI TR TRAS SR T2 2 F 2

A JEJE,

B. B

C O EUR MERRIER 38

D fizn M RAER &

41 R B & AR (Base) ~ 7ibikfE (Ribose) EABEL (Phosphoric acid) o Hrft » iR HEAE FLBAERIANE

b | ?

Al

B.2'

C.3



D.s
42 Eiz B - AEMERSE (Peptide bond) JURHIEEZ AL |
AtRNA
B.Endoplasmic reticulum
C.Small ribosomal subunit
D.Large ribosomal subunit
43 FHUBIR e & 95 ( Heteroduplex analysis ) (AL » {7135 4528 2
A KA RFEAS (Solution hybridization )
B (= Rk zes
C.ZEE 153 (Reference ) DNAJE S I[1ZM
D finghig 2 R
44 (= Hsingle nucleotide polymorphism (SNP) (977:% » THIfaEZ IS (Hybridization ) Ry ESBEHYRMT ?
A LS TEEUT (Dideoxy DNA fingerprinting )
B.EEDNAE T3 /1% (Single-strand DNA truncation assay )
C.SNP DNA & H 73#fr
D & e — RN 5 B %M (PCR-RFLP)
45. 7 F{a[EZLAMP ( Loop-mediated isothermal amplification ) &l 3 EEE ?
A fZyiElE (Target amplification )
B.:H5EME0E (Signal amplification )
C.5E4+140E (Probe amplification )
D filRbie S %
46. \JHRYFR R R SRR SR s L g | 2
A1
B.5%516%f
C.Z521%
D. X7 ths
47 B GOPDALR# L1376 G—-THYRUM » NI/ $EER ?
A JEEE4 fFexon 12158 FL
B A B2 b E Argd59Leu
C.2E=ER K FAIGOPDALRN % 5
D.fE HAMRE &
48. N HIMeE T A A H A M BAL TR iR 2 801 (Single nucleotide polymorphism ) 2
A.TaqMan real-time PCR
B.Chromosome karyotyping
C.High-resolution melting curve analysis
D.Single-strand conformation polymorphism

FMAFEAMBRGUR (HLA) #9%%0ME (Polymorphism) ZZEEHHY NHIHEE I 2



A.Exon 1
B.Exon 2
C.Exon 3
D.Exon 4
50 FFafE A A Bk HUR (HLA) B9 7774 0] DLEEER HRESTRTHYEAL AR (Allele) ?
AR EEEE ST (Sequence-specific oligonucleotide probe )
B. 5o S Gl S (Sequence-specific primer-PCR )
C.DNAEF?
D.fEE
S1.4H{ERNA% » &8 E FfE R M E260 nmEE280 nmY IR » NFITfEsS RAURILRNASY S E 47 2
A.OD,y=0.30 ; OD,gy=0.23
B.OD,p=0.26 : OD,g)=0.23
C.0D,g=0.34 : OD,g=0.17

D.OD260:O.28 ; ODZSOZO‘ 17

S2.H AT MARIERE FPAE B B 7 IV FE I LS T3 el 2
A FERERHI
B pm i
C.ERZ
D.&#vie
53. T H B E 70 AL E R L s VIR Y AR Bt o REDNA Ry iR ©
A Multilocus sequence typing
B.Pulsed field gel electrophoresis
C.Ribotpying
D.Variable number tandem repeats
54. TH e EME DA (typing) FYEZEHAY ?
A B EFZE%E (outbreak ) HHAE HfATIERS Mk 2 FAIVRE (4
B.73## L (colonization) BPRELIE BRI ER 2 IR (4
C.otTAEnVERRFS > DIHEE G
D SHE R AR A Bl — ARG [REAY R
55.16S rRNAERE 704 AT AR TR B8llEs 7 T8 0E - ARl $EaR 2
A fEFEEAHE T - EEEE IR e
B fEAlE ARG A % $HE
C.eHE (genus) HIHE » A= EIEMEN
D.BESHEIRHEL - 0% 73 1H I L BT AT 2 e (species)
56.FH1216S-23S rRNA gene internal transcribed spacer (ITS) TEFF/ERYEG » 510 1ERE ?
A LFITSH H A —{ERNAEL K
B.ITS/E[Ef# (species) fEFH{DIE(E



C.H A EIfREE (Acinetobacter) [fiE @ (B2 16S IRNAERE Fr i %
D.FrEE LA — TSP » RIEEE
5T T HIHNE o 8lEm > (o Bigm s M (reproducibility ) Bilff= 433 (differentiation) ?
ASYTEYER ARG S REIRG A% (AFLP)
B.pEt#ERIZ A A% (RAPD)
C.B GG HEE I E — [REIEE R BERE BT (PCR-RFLP)
D &l S eSS & B A2 B o #% (PCR-SSCP)
S8 THIA—{E 3 B A 45 RA ERHE A &3 B A 0 = » ARl Ry B E o B ERIR B A E R BRI 7
A S ERFFYI A (MLST)
B.pEtE R Z A3 A% (RAPD)
C.EEFY G0 ES L% (Rep-PCR)
D &l eSS & B2 B i% (PCR-SSCP)
59.#fl/xTagMan Real-Time PCRAgGIH 142 -H BRURT R HIRGI - ol & faR 2
AFS M IEBEIAT R 55 DNA
B.Fr{sE FHEYDNAZE &l 5 1T LAST U8 S e A E B HR et
C. 28 Y58 5 B PCRAGER JCEA B4 T B A
D s s niofs - ACHE kDS
60.FI 731158 U5 /A g Hibeta-thalassemialy - "R R ] #5 A TEAE ?
A B 5 BEE ¥ beta-thalassemiafy G ELFE K
B. 28k A TR 2 e TR SRR E » UK beta-globin S RIFVFTE F B
C. &M S e R BT AR A 7 o Hlcodon 41/42 (-TCTT) AR A
D S5 BRI S A H B A 202 AT FH A i Hibeta-thalassemiaZ€ 88 BL R
6 1. SRR IS plsR M AR /R T BR RS 5 TN HIRUY T 5 SR
A TR S E /R A Rintron 228X 74 B # H At & 545 4= LR 18 (gene inversion )
B 7 S SA T AR B L A PR 8 5
C AT —H51+ » BVaTgt$intron 2217 &/ B R & EGH S E (long distance PCR )
D. &R BB Gl EE S FEnT SR HIRIER - (0w AR R & HY AR A
62.CYP2D6 ( cytochrome P450 2D6 ) BB #E25%HEEY AR - B2V RIS R L 0VER - NyIRi
HEaR 7
A.CYP2D6RERI LY 5522 8 (o
B.CYP2D6FEREAHARFEIN (pseudogene) TR HLAIIAH &
C.CYP2D6ELIR Y5 — 88 S TamoxifenZE ) RS = > HAZHRIEA
D. & 2SS CYP2D6 BRI AN » & H 5 TamoxifenfFE AR
63. NHIfaFE A BFEAIEYEEA (proto-oncogene ) JE(LAYER ?
A FLAHRUA (gene amplification )
B. A A28 ( gene mutation )
C.AHAEME (loss of heterozygosity )



D. 2w Ar (chromosome translocation )
64. THI e[ A Z I B 2
A.TP53
B.RB
C.4pC
D.r4s
05.81#80% Y H i EME R (GIST) B NFIa[fE iRz H R ?
A.EGFR
B.MEK
C.CKIT
D.KRAS
66. & fiiENIEGFRZE % 23R RS » MY RN ESE R 2GS > IR R EE Y crizotinibs JE 7 2
A.PDGFRA
B.EML4-ALK
C.HER2
D.rAS
67 . ER CIERE Y FHRE AR - YA R i i AV B AR o8 2
A.TP53
B.EGFR
C.CDKN1A4
D.CDKN24
08. THIAEEA - f i FIZREHE AR ARIGE S & = ahit ?
A.ER (estrogen receptor )
B.HER2
C.BRCAI
D.7P53

69.Fms-related tyrosine kinase 3 (FLT3) & /2182 BB B AAD =~ 4 4R BB H IS Rl sl - HL2e 8 H
eEE A o DRSS EME (non-mutant specific) 5[5 #E{TR G REEHN ER - BIAEIB > MES
B BRI T o fdsE s ©
A.NJEEE @S] (internal tandem duplications, ITD)
B.5E835(E g ALk 5 (D835Y )
C.55836(Ep B s 5 (1836L )
D.ZER42(E A g . (Y842C)

70. i E(H (epigenetic modification) » L H/ZDNARESL (methylation) » TLHEH Ry B g1 C ARy B RS
RN R TIRBIE L — o YAl fEEEE o] DURE AR 4 HH A b A e e (Cf S ple R (U) - T8 AR 23 A
FREAERY TSR 2

A HEETET (DMSO)

X



B.ZZfu 2% (EDTA)
C.—ZH 5% (DEN)
D.EmififEE (bisulfite)
T1.MUKREREEI AL O HSHEAT (translocation ) SR EEERIGER » THIH—EJ77ERAE & HI AR AR 2
7
AL EREZ ST (cytogenetics )
BLJRAr# AL (FISH)
C. sk G #EH e (RT-PCR)
D.DNAFZALE /A (Sanger sequencing )
T2 HIETEE IR 7 TRV ERR P - N HIE A B  ?
ARSI EEETH
B.#&1E N\ V4R
C RS B BRI
D .3 fr s SR A i HI i ]
T3 AELIFEHMETE A (Sanger sequencing ) #EFTRSAMAEIALRIZEEE (somatic mutation ) 43HTHE » QISR HIEE M2
T (heterogeneity ) fRiSHYIHiE: N HI/{el & TR e (HR VS 2
AFIZEERY 77
B.EFF5 [+ (primer) g%&t
C.:R5eE 445 (baseline) HYFFETE (cut-off value )
D3R5 RRE
T4 FE LR SRR IMER 2 Btk Emae - TYIRIReia IR ARG - ol 1EHE ?
ALMURARES » BEAVYEDNA - Rllig#s Al (REFIE2°C~8°C » 4Y3~5K
B.fg RS - BRIV EsRNA - RIRGES A fR{FAE2°C~8°C » £Y3~5K
C.REARHES - YY) FDNA - RilkgEE AT fR{EFE(E22°C~25°C » 4Y3~5K
D.FRHeAg » 1A FsDNA - Rllighs 7] fR{FE2°C~8°C » £Y5~TK

75. TR D S N e IS A R T R4l 25 (Herpes Simplex Virus, HSV) HYEK 455 - BN

BEEABRAACL - FE A e &



# — ¥ (the first-round) PCR i —#(the second-round) PCR

HSV OF/OR ;
ICF/ICR

M C1 C2C3 51 S2 S3

382 bp

OF: %k v AT 31
(outer forward primer)
OR:#M R %y 51 F
(outer reverse primer)
IF: P iE & 5] F
(inner forward primer)
IR: /9 R 5] F
(inner reverse primer)
ICF: 3 3% ) 2y 5]
(internal control forward primer)
ICR: A 3f 4w R v 3|
(internal control reverse primer)
A ZRA S E A Sl EH S EAYSE R
B IR4H LZ 51 R4
C. IR K A e #V A RIS BH25) . (internal control ) DNA
D IR4H 30T H A2t IR e S5
767K ERE - MRS IIAE SRFIRE - YA R
A BT
B.#gHe | B (TR EHSV
C.iaia2 HHS VIS M
D383 Ky (EHIAR EHSV

T F KRG AT B fE R 4H 4% DNA DL PCR UK —{[E microsatellite repeat locus Y E% o TE & 4H&RAY AT
E AT o T RERE4H A% PCR E)48H DNA sequencer 77 ff17% » #8FH H7G microsatellite instability [YEHEE

YA R A A AT RERY AT
A.

B.—idan

HSV IF/IR :
ICF/ICR

M C1 C2

280b
<136 bp

M: DNA4-F 4R 3%
(DNA maker)

Cl: #8411 (Control 1)
C2: #8412 (Control 2)
C3: #1828 413 (Control 3)
S1: #:#21 (Specimen 1)
S2: #x %22 (Specimen 2)
S3: #x#%3 (Specimen 3)



T8 L B \HIRE R AR 4 T R VA T P AR Y Rk ©
A.MSH6
B.7P53
C.ATM
D.CDK1
79 FBNEBEHFERT AR TIRMRAL - BRECRIEREETH TBAGHIE - Aban H a2 e 22 o L T T8
JE > HRATEERANTE o LEARbR T P T RE Ry 2

A.STR markers73 47
BRI 4RRGDNA 1 73 H7
C.DNA finger printings 317
D.minisatellite 5347
80.7% - » H T2 EMERIHAE ?
A TEZE
B.[EZ A E
C.agitz
D .42



