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PP L FEAIRRELRAGRSE (¢ 32 45)

FRpER L) pF BB

SO E IR R B R SR U ER R ISR MR T T
SOEE ARSI T

| E BRSNS BT - NG & #E s 2
A REFZE (depth of field) Hx
B.REER (diameter of field ) A1/)\
C. LIFFEHERL/]N
D fL&ERK
2 SRR P ARV A S N Y e fEDIEE ?
A FEHS
B
C. i
D.fmt
3. MAIMAE A BE A AR IR EE 7
A .acetic acid
B.tetrabromophenol blue
C.sulfosalicylic acid
D .nitroprusside
4 BFEEPRRELEY » EPREUS < PRIEEA NYIHR—IE(ERE ?
A FSTERCR
B R4
C.u & TR A
D .o & RS
5. FHIaIfER (Bt p S TR ARRE 2 (O MEMATZE (methemoglobin) — (DHE4LZ (bilirubin) - ()/EHESE
(levodopa)  (4HIEAEES (Pseudomonas)  (5)FREM (homogentisic acid)
ADO®®
B.OG®
C.QO®E
D.O®®
6. NH AT LER B2 AR I PR IEAT 2R 2
A Clinitest

B.Ictotest



C.Acetest
D.Ehrlich's test
7. AR RERAUE O NERES Y - F 2R T & E 2
A .acetone
B.acetoacetic acid
C.B-hydroxybutyric acid
D .bilirubin
8. T HUAI B AR ZIAPR HE RN PR A A - EEAEHE 7
A A MER BN
B.oofHEZ e
C.#j&hE
D. A Ek A
9.Benedict'ss = 1A 2
A nitroprusside
B.sulfosalicylic acid
C.copper sulfate
D .tetrabromophenol blue
10. FHIEIER G HHEFE S CBERAUE ?
A BEZEEH
B.=thE
Cea=EC
D.Z#dL#R
11 M REREEH B B SRIEH R T ZRERR ?
AREREERE
B.#ELAEE
C.ERFR LS
D.rFERN
12 RIUEZE/INE B IRE AR S i RIS E R - B3 el i A AH R 2
ALIMALZFR
B.1f0/R
CHELLZEIR
D A&HrK
13 ARAEFRVALEED ALZEEE (lactoferrin latex agglutination) 5U& - & HIR 2l MY ?
A JGE IR T R
B (ZEEM:R5 1 Y R
C. S E



14 EZ LB - oA v A B2 B e T 28 2
A .Watson
B.D-xylose
C.APT
D.Pyramidon
15 ZE Ry s b - (8 N2 iR ?
A .Lugol's iodine
B.Ehrlich aldehyde
C.Thymol blue
D .Methylene blue
16. NHIAIEERIRE A i AL CL i pE B e 2
A fifisE%
B Fifi 38 BEER B AT 3%
C. &R EMERT 3

D fee
17 A Auramine-Rhodamine (A-R) Fetb At EpREE L I AR R YA - NI EHE ?
A FER R EAEAR

B4 0 AR R EBLA-RILFINVAS & iR - (A 4WER
C.EBUE AN (acid-fast) HeBuk - NGHKSE
D AFTRELUH S ZE HEE
1 8. BEIRHA 7 B Ml - AT MY DA 22 2
A.10% NaOH
B
C.EElE
D.IN HCI1
19 ARIISA BN AR S - FESE THIAMLER ¢ OMEEDS: @4 mskam  GrSAlrELE
AEO®
B.EO®
CE@®
D.O®®
20. %M LIE 2 FSERER T - T Ak baE G ©
A58 EH (myelin-basic protein )
B.SLEE
C.C-JEZEH (C-reactive protein )
D%
21 FEARHRERETT B Bk ke d - HIE M A MER(E50% 2L E - AP B LR nTRE Ry 2l E
AJHEEVERR



B4l TER SR
C BB MERDHF
D.FEim i Lo s
22 BHFBGIRE BB HIE Z Rt - Ny R 2
A Rivalta test S48 & HEIYE MR - MUEEMETEE
B.Rivalta test/ 5K H A\ 2 KEERE 2 KBIK - HBZEEOAEHRNINEHRS
CHT4tsTE (refractometer method ) » FJ LUK H4A 5 (BT A
DHIERBR S0 E & & BNEFIEHNR (transudate) BL2HUE (exudate) (A AKIYEE
23 R M E MRS FFR T B & H B 5 Al E3.6 g/dLA12.8 g/dL » Rl B E LI A REAT2ET E ¢
A TR MR =S
B
C.BERSERT %
D AFEE( L
24 N[ R BRETR B ka7
A BHEEDK
B.&5REHEK
C.5%EEE
D.0.1 NEZZ
25 FIFHPCRAIE BAETR A AR YIDNA - A 2E b 2
A Borrelia burgdorferi
B.Neisseria gonorrhoeae
C.Mycoplasma tuberculosis
D.Treponema pallidum
26 ORISR I MEBRRE B E M - AT NSRRI AR ?
AEEE
B. A7
C.=ZA
DRI
27 . Gkl S 2 Rk e O SHE) - w] DU Y T AR & 2
A ERH&EZE - fFEE AL LB
B.{tf feosin-nigrosinZf¥tt » {7 EE A4k FEAE
C.7¥ Aglucose ringer/5/ » 17/&# ARG EEN 1
D.’# Anormal saline}&)K » f7&# A AR EEhM:
28 HIF R 7 M RAG RGN E [EE R 2 % /0% ?
A.5~10
B.20~30
C.40~50



D.60~70
29. THIERI NG EBEMEIREZE (hWCG) ARERISAIAGT - Al ERE ?
A ZIEURIHA F— MR EE— &/ NE4HAN 736 CG
B. iz Rl & 4R E I AR R+ — (R G TR — B VE 4Rl 3 M CG
C.ZAEIN 57 hCG— MR TEER — 18 2 Rk
D Aef mb & 4R 22 SRR S I hCG— MR EER — 8 22 FRR
30. NIHS B R R R 2 IR WA {2 B T4 ke 2
AoFIB
B.y#l15
C.xAlIA
D.eRIC
31.8%¢ (sandfly) & Ny R & 7
A.ftboagiEss ( Trypanosoma brucei gambiense )
B KAt E]5EE (Leishmania donovani )
C .2 %kes (Loa loa)
D. Kt&JEzsEE: (Dipylidium caninum )
32. FHIAERLEH S (trophozoites) {#Z ? (OWEHLPT RS (lodamoeba biitschlii) — (R)F&iE
( Trichomonas vaginalis ) (3)EERZEDKE ( Dientamoeba fragilis )
AEO®
B.EO®
CE@®
D.O®®
33 NBRIZEI B NEES (Echinococcus granulosus) HERINTR > Hy\$4f)#% (oncospheres) B (L Ny fAlfEasE4H
GRS (hydatid cysts) ?
ALLE
Bt
C.E b
D. Rz T 4H%
34 SEbl R EnSLEE#: (Diphyllobothrium latum) HIFEEFEE - THIATEMGE ol A L2 EIIIRE 2 (D3
[EREREETS ORIBEETEm @E(FEHERI

AEOD
B.E#O®
C.E@®
D.O@®
35.4g% (Ascaris lumbricoides ) 5 BHYF LR (ERGRE T - BEIAVIHR 0N A T IHEER
A BINEEEE

B.&2UINA 5 B 14 &4



C.UNEE Fw A EEERE (albuminoid coat )
D.&x0N £ UM [ENE
36. NHIEA B TR N 2Tk &% ( Clonorchis sinensis ) (7 5T &% ( Opisthorchis viverrini) ?
A FEFPERINATAR/N
B.IU& R IERE M H M ERAY =
C.E&AIER
DR N JE (A&
37 FRANSA AR O MERE T - PR S &S R R DNRE R fa 2
A Z A mERAHAE X
B4 ER
C. A 4lmEk
D.Zsiim/ vk
38 ARHIELIK (transudates) BUZHUK (exudates) ZHUM - THIAEHE ?
ABHK Z EEEEE R
B. 2R Rivalta test? 5 [ &
CUEHNR 2 8 HERI2 HIRK
D. 2R R e — R 2%
39 A/ NLERGREIFE o FETL RN IER - SRARELE ?
A LA A
B.&EVEZ 2 ERER
C.L bzt
DR A K 1553 4
40. [EE RIS R g EE] NIE ?
A .synovial lining cells
B.RA cells
C.cartilage cells
D.LE cells
41 FREE 7 HEEHE &) (Preinitiation complexes ) H o il 35 A & EHHEBIDNALS & 2
A RNA polymerase
B.Mediators
C.Activators
D.TFIIB
42 Deoxynucleoside triphosphates 1 JH}— (kB R EDNA SR - & {REIF S KAYDNAF ?
A.a
B.p
Cy
D.s



43 NHIHEE iRy 7 A B s SRR A 2 B EEVIROREY 504 °
A ZESER R A I SH 7 ( Mutagenically separated polymerase chain reaction, MS-PCR )
B.JEFEEFEY 0 E (Nucleic acid sequence-based amplification, NASBA )
C . HEgE - iER A (Transcription-mediated amplification, TMA )
D RS % (Hybrid capture assay )
44. T 5AE A microsatellite markersfyRT - o] 7& $E5%R ?
AR T HRERFI TR
6ROk H ik Fy— B AV R 75|
C Microsatellite markersfyE G 75 EE E A EE
D.EZ it &R KA (Genome) » MIE(FMEH heterochromating¥, euchromatin
45 PIBE—i A EE{ER (Single base extension, SBE ) #&{&Hsingle nucleotide polymorphism ( SNP) » SNPAT{EMHY
(WA=v
A .SBE primer 5' I 55 —({E#% H &
B.SBE primer 3' I £ 1% — (@& H ik
C.Af#AESBE primerfF51t » 2 E4%SBE primer 3' Iif{% 55 —(EZ H
D . AR{FAESBE primerfF5I|h » 2% H#SBE primer 5' Uil 55— (& HHz
46. T 5/{n] e % 11 R - H g 25 & i i BAY T AN 2
AEmE—AT
B.gme =R+
C.m R /\A T
D.Aimss AT
47. AR U(8; 14) MUK PRIEHIE EEY) ?
A .Chromosome 87 c-MYCEE[R Bilchromosome 14 [gHEE R Gl & Rl c-MY C-IgH fusion protein
B.Chromosome 14 c-MYCEE[R Eichromosome 8 7 IgHEL [RFil & lic-MY C-IgH fusion protein
C.Chromosome 8 c-MYCEE[R Bidchromosome 14 IgHFEL R Fil& i IgH-c-M Y C fusion protein
D.Chromosome 147 c-MYCHEE[K Eiichromosome 8 7 IgHELR| gl & i IgH-c-M Y C fusion protein
48. MRS 2D MR PRIRAY B EY) 7
A.Chromosome8 2 AML 1 E: R chromosome 217 ETOR KRG & EAMLI-ETO fusion protein
B.Chromosome2 12 AML 17 [KEichromosome 8 2 ETOELR R & ¢ AML1-ETO fusion protein
C.Chromosome8 2 AML 1 7[R Eiichromosome 217 ETORE R & X ETO-AMLI fusion protein
D.Chromosome21 2 AML 155 R Eiichromosome 8 7 ETOXLIRF & X ETO-AMLI fusion protein

0 EEE A R GOPDEER SRy ¢
A.95 A—G
B.392 G—T
C.493 A—G
D.1376 G—T

50.FEBRCAI{E A FEAIAEAY 22 Z Bl > a3 s ?



AEERATENEDEEY)  BEZEDERLEIEEIIIRE
B. e EH P AR ~ 2{ERZ H R L E
C.oe8 &4t B T E R &I,
D.ZE Rz G~ BRI AR SRR
51. NHIEREVKORC IR R AL a7 TR ©
A .VKORCEZ 1] jEfvitamin K 2,3-epoxidefi# yvitamin K hydroquinone
B.VKORCIELN-163911 B 7| HIGE A &5 VKORCEE: Z & M ETf
C.VKORCIENZ MUV 57 BrwarfarinZE1) 1 1 F K &
D.VKORCE:ZTEE = AT s < warfarinZ2 817 & HIR (K
52. NI aREASRIY 2 R M B LR 8 irinotecanf Y 2 M I E FH A A TRA 2
A.CYP345
B.VKORCI
C.APOE
D.UGTIAI
53. N aIfER A A AT RS FR 22 ik Fclopidogrel ?
A TR aREZH
B At e &
C 2RISR E ATl
o IURERR I B E
54, T 5ferfE AHA MERGUR (HLA) BEARZAVEAER (Allele) ?
A HLA-A
B.HLA-B
C.HLA-C
D.HLA-DQ
55. NHNAEREHRHLA I Y R S PR Et (Sequence-specific oligonucleotide probe ) HJHF4: ?
A EBEZJ19~20 bases
B.RNAFG
BRI T
D.i#EHAEEE (Label) ¥1E
6.57 F s FHPCR B E el - T %Mol fedfaeil4an =] DL HIER FyDNA f/E R i 8 £ false negativeV45 5 ?
A Reagent blank control
B.Positive control
C.Negative control
D.Internal control
57 A8 HATXIEACE et - A05RAESH AR AL T H B Ze S8 1700 AR ARRy =00
A RN ER (whole genome sequencing )
B.&4METER (whole exome sequencing )



C.BEEER (targeted sequencing )
D. & Es%EEE R (whole transcriptome sequencing )
58 MBI+ #E Bl 70 RV E O BURRIERIRBORE - 551 MY E RN BB ORE ?
A .Strand displacement amplification
B .Nucleic acid sequence-based amplification
C.Branched DNA signal amplification
D.Ligase chain reaction
59. MHMAE S R EA BTt A RS AR N 2
A . Arbitrarily primed PCR
B.Pyrosequencing
C.PCR-SSCP (single-strand conformation polymorphism)
D .Microarray analysis
60 . (E R B U - A IPE IR B A% (RAPD) 455RAVAI{SE 7
ARS8 EZ5F » I TS IR
B[S [T TR i
C.f58 FHRR M U B SR )
D {2515 [ TAE B — S TR i
61 ARIE S HEIZEE5KE (Vancomycin-resistant enterococcus, VRE ) HYFIAL » NI gk 2
A FEFvan-encoding ligasesH 2888t i
B.vanAfvanBEN F 2 HFRAEBERE T (Transposons) |
C.vanCEERSEEFE e S SUBHE I TAS R Y (2R
D PR 58S vanC > vanB > vanA
02. HEHY D THEE - EEEHE NIIH— (BRI ETER ?
A.16S rDNA
B.18S rDNA
C.28S rDNAFYD1/D2&
D.5.8S rDNA
63. Ny, RSB eRenvaHE - N E &I DAIPCR B AN 728 704 7
A Bz IR SR PRIE
BaiiN5 Hifisk sl
C.E R4 B3R RFZRIMEE
D .5/ HEHERE R IEE R
64 FHEMR A e — I NSt = i 2 e ARG I SRR HIEGEHS - A& e E SR A Ay 57
ftIHH ?
ARIEMFR (limit of detection )
Bl
C. 4 MHaE



IDESE s
65. Ny ATfEE SR AT HEEC A B N RISt = R DU SR - [EIRF AT es — B IR R i = J 55 2 ZE IR B g
BT S 2
AJREDE
B. BB &l i e
C. g S e e 50
D.=#EEER
66. B Rl Sikeae 2 AJEFL 285 (Human Papillomavirus, HPV ) ESHIRCL » [ $E35 ?
A Paptk | & A S LB ARz
B.#as Mg NI o8 5 R i A EE
C.ATE R A\ & A HUHG S E
D7 LA 2 5 il 2 i 7 e (e B P TR
67 FAREER 73 7{S1E (molecular beacon ) el Ef% e (transcription-mediated amplification ) ZEYHY
ROt > AU R 7
A BAREN TR R T eI ER S
B TR G S R A RAR o AR Y R
C.PRETHY RN 7 BIFEECED &S 55 E (reporter dye ) AT A (quencher dye)
D AFROR T TR b
68. NI BN B EH LA E A E M 71 2
A RZH L ERAzE s
B.J R B H L (deletion )
C.EMHIRER
D& BetZ H g+ A (insertion )
69. 5 e e AZ B A i HERAY R M A Y > R T 5 B 3 2
AFAJT ERRESE AT A A
B.HAIZE E N o-thalassemia- 1 EL R Y
C. IR A Z o globin EREESE AR B (20 kbLL ) #RI%
D.Gap-PCRAgHIZE AT LAA s 1t 2
70. B = AR AR JE AT A RE A RO I R T i BRSNS (L - IR PEIEEI SR T AR AERE
AL NI fel TR 2
A SRR A 75 B T3 i 2 0 R P TR B R M RS R B
B HFHELZERIDNA (duplex DNA) 5 BER S BB HE AR I RIEED
C.ERDNAHE A SECZ L - Gl E B B r R A
D TE M S RE AR BT AR SRR BRI E
71 BTl A R LA RE AR oRe BN S H B3 5 (copy number variation, CNV) - fa[F5 (RS 2
A REATERRE (Next-generation sequencer ) #ET ARG E
B.f#ES Ehim B RI4HZERS (array Comparative Genomic Hybridization, aCGH ) 7ty



TAEAUE e R TR AG OEIX I E > (RNA-sequencing )
D. XMAEFPEEITINE T4 ER (Exome-sequencing )
72. N S BLE2F4S & eI 4HR EHARYRRAIES (restriction point) 7
A.P53
B.RB
C.RAS
D.EGFR
73. NI AL PRI 8 5 i AL e s A ¥ tamoxifen) BsEE AL DT EEM: ©
A.TP53
B.PTEN
C.P3K
D.KRAS
74. SH5ERE R ( gastrointestinal stromal tumor, GIST ) HYC-KITHLNZE% » G E a8 FH—y T 2
A.8
B.11
C.13
D.17
75.EML4 ( Echinoderm Microtubule Associated Protein Like 4 ) E24LK ( Anaplastic lymphoma kinase ) 7 gl & 55 A
(EML4-ALK fusion gene ) seflifisE 5 Ray—Mg a7 (translocation ) S5 » "NFI{a[fd 7 k5 A
FEfg It RS S s B R ) ©
AR (FISH)
B.RNARZ #i551% HE( TR G M 8 S e (RT-PCR)
C.ouEsHs B sk (IHC)
D .DNAZ=#E EFE (Sanger sequencing )
76. A EERE R RN MR - et E AR EEEH NIRRT EA: ?
AL.BEZE%8 (point mutation )
BB HEEER (CNV)
C.ZvfEi#r (translocation )
D.7MET (exon) HEAMER (in-frame deletion )
T7. Ry TiwbneE 2 053y - MY ERR ?
A FRAEIRAEFETE /D3 (2= » BlJpre-amplification room > amplification room Kz post-amplification room
S A R ZE R tip - BU AT DAUEAR [F 22 I [F— S e
CHEZEEA e » HEAEEENE » sUEE B m B o S R —=
D. A E#EH A FEZEERIERTZE K clean to dirty
78 BB SRS TR (174485 (Laboratory-developed tests, LDT) =SB HIRIRTL » FHII %5 2
A AR FHAR AL AT EURE
B+ #F % Egold standard 1 TEEHL



C /At az ol ARy 2 HE
D AR For AL AR R S
198 —RELERGFRER - FTABERSEN R » &EERER - FHRFEPAULEAREE - Hf
WA BS540 H 3 B AR SORR LA T » B BLH A —{ BRI R IR B o SR RERIRA (% - SR DL &SN
YT HEETZ AR AT RE A Y MR ©
A FIEVERR MR A BHE
BB &M IHE ARG RS EHE
C.1eMaB R %
D {BE ARG RS RE
807K R - baltps B ATREAE NIy ieba A AV S ?
A .Llprotein truncation testfig 4 PCHELRIFY 25
B.Llpyrosequencingfi Hmismatch repairEE R 751
C.LAdHPLCHgHIBRCA2EL R Z 8%
D.LIDNASE Az lIPDGFRENFES |



