108 % = = B FREZ fjiet |3 2327 FE YRR § A
m@ﬁFﬁj%ﬁ@TWﬁ{ﬁI%igﬁﬂiiﬁﬁ%ﬁ$ibﬁé%ﬁ‘
FTORET BB TR R ST Rk 4 | YRR

£ w-$i w

N SRS

# prizFiyy

YRR 2 P i BE

WAL HLRPTIFNE

7o ¥ mAEna o (50 4)
O3 L)AL 10 P2 § R REOTA R Y RS R R AT P
(SRS TN R P»:a,ws HiEE o
@AFLAEEF LN FIT NN R AR FEE o

- \:’/é-fﬁf-ﬁiﬁﬂ’;ﬂ J—,a— 3{’” mﬁ_ﬁ— Iﬁ»"}'#/\%@ﬁ@f‘i 5@@‘_-@0[}]1}“’
Rt F ARt RNMEF R B R R ? (254)

S RRBPREpHIEE AN CREARACT AR Z2 R DNA#@%
Fogact HiRip2 2L BEHF R R ORI FEES
(25 %)

z ~ R 56%%{“’3&: (50 &) g 15108
O MPISRAAL S H - ERAL > - Bt bl g g R AFE T R A P -

O 40%*“1125&\ 7 IBET frit ¢ ATl kR Y A T REERT

1 FJFH PCR (Polymerase chain reaction) % DNA I » Z5 BRI EFHIAR TG I0—(E20 8
95°C » 11 73§ o BEAERlTHE R 2

(A) Real-time PCR (B) Hot start PCR (€©) Multiplex PCR (D) Nested PCR
2 f @ i BElt e DNA E B i SRR AV EE JT7A 2 — » NI & EiRi% DNA #7E
& RS IR 7
<A>%E% BEIE Ok (D) g
3 (EA MY R AR b TS B S R e 2
WHT 445 ( Near-ultraviolet ) BHT4[ 443 (Near-infrared )

OEEER A (high-energy visible light, HEV ) (D)%Y ( Fluorescence )

4  $1¥fF— STR (Short Tandem Repeat ) ZzC ( Marker ) #E{THEEEWTZE (Population study ) HF223H >
HA—EHEEEEA (Allele) 72 500 (@ AP {E HEE 1 2R » Zf#E NRCII #45 ( The second National
Research Council report) /17 7255 » A% EHBELRA Z SRE %) 2

A) 0.005 (B 0.001 ©) 0.002 (D) 0.01
5 NAIMERETE AT EEE IR A AR 7
(A) Prostate Specific Antigen (B) Spermatozoa
(©) Acid Phosphatase (D) Phenolphthalein
6 EEARELIREA MY iR R peAs T SE A AR NI 2
WHT 445 ( Near-ultraviolet ) BHT4[ 443 (Near-infrared )

O 2%t E (Alternate Light Source ) (D)E&5¢ (Fluorescence )
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5 110850
F=:4-2

#E7T STR DNA RIS ER - Aragfy Null allele EH NI/ a3 A A LAY 2

(A) Non-template addition (B) Allele dropout

© Pull-up (D) Extra chromosomal occurrences
HHd E A (Bombay ) MR R - N HIMA[E R (L4 7

WELMmER EHA A fiR ®&LIMEK £ A B HUHR
O©&LIMMER EHAIERHY H HiH DELIMER B2 A K B il

RS Ry \HS I BN, - REHUF AR DNA DVHHETTE AEARES I IE » 18 AT RFE RSN DNA Z<HY
2 o N A B REHR 85 S & a2

(A) Ethylenediaminetetraacetic acid (B) Ninhydrin

(©) Amido black (D) Formaldehyde

RS BEERME B - AR A e 2

WEREEFEBAINEEr R W5 (Cuticle )

BFHr L FZE (Cortex) T HBFRFIFRNL#ER K7 E4HAR (Spindle-shaped cortical cells ) FrHY
OFA%E (Hair index ) Ef#E < EHEE 2 BEAYELE

DFEEZERIBIAH 2 AR LA (Catagen phase ) ZHFHIfR °
HINEREFEEZIZEMRERS - 2RE LR ARuEE 4000 - T 5{7fE DNA ZZHUARIE S ?
AZEFEZZHE (Differential Extraction )

BWERZHZE (Magnetic Beads Extraction )

OWEMZEHLE (Silica Based Extraction )

DOy &EfFZEHLZE (Phenol Chloroform Extraction )

RN — S EH GG T - N R RS 7

(A) Autosomal STRs markers (B) ABO blood groups

©) D1S80 (D) Mitochondria DNA

REN YIRS 2 PREEBLRTT » THIMeEHERR ?

WEREAERI YIRS - [BRTFE - BRRERLECTHEEY)

BEREE RIS S

OEFEYEENT AT DN E R R B e B E i E

D#H&G I RS MRS - DNA (g3 - JEREERE

DNA S ey s 2 BYiE a2 ek B < T s - 0T RI4RES DNA B dfiiEfZ DNA 2 Er)
Rig o R TR BRI R3S DNA 2 NFIfalfiss A RE 2

(AR} Z38{#H (Maternal inheritance ) B =EH%L (High copies)

O =282 (High mutation rate ) (D4EEEEZAFH 52 ( No recombination )
BEHS [ Eeas i) B HIEE 2o 2 BERSERUE. » NI E ik AR A] ?

WEEFYEE B R R OFFHERE (DFET I

I H% DNA #iE Bha= sl a8 hiiia (1B NZEHEHERIEEE 107 £ 6 H 14 HFE=X

f&5]) - eeee B W E A R E Z B E BT 5 ARl g R ©

WEBREG = FESH | RIMNPREI5R - DIESIHEEERE

B F R DNA $ T E MEELE B A0 E 2 53T

(©) PCR 8 B e 7R S AR HE (L RS T b TR i DL R STR 7 (o F 2 B B N AU PR AR 5
SR R

(D) B o = B G R B A B P i DNA ST e
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F = 4-3
17 [l 2585 (Kastle-Meyer color test) » ZLA NFIMaE/E BELH] ?
(A) KMHO4 B HNO3 © chr207 (D) H202
18  HiI4REs DNA §E1E 7 4558 FH A HZRor 5 =0 AféiE TUPAC( International Union of Pure and Applied

19

20

21

22

23

24

25

26

27

28

Chemistry ) HYEER > MRSV A TATINTACGG » 2515l Ry TATTGTACGG - 55K
SWGDAM ( Scientific Working Group on DNA Analysis Methods ) $£H>7 #£HI] (Guidelines ) - [L¥4E

SRELMAHE ?

A4 (Match) B®HER: (Exclude)

©AHEFE (Cannot Exclude ) (D)4iE) A N 45w (Inconclusive )

T A E RS 2 DNA &85 ?

&) 1 mL 5% ® 1 mL % © 10 mL 5% D) 10 mL FF;%

RN ARG 2 RAGEEE - TS RS S i e S I 2 4551 2

D—ArHS k—Ar ek ® —fr B ACEL—fr k)

O AR E—Ar i ok (D) iz BFEFEE—fir ok 4k

EERE i E T E BT BARFH - AP INZ BRI By AA > DLa o
AR A BB > AIECR T RUE & NI 2

) 1/a ® 1/a © 1/(2a) (D) 1/(2a%)

A —R4REE DNA FP41Ed rCRS (revised Cambridge Reference Sequence ) FL¥f1&E08% f 315.1C »
o 2 45 AT 315 Bl 316 fir G [ 3 A (afE 0 ?

(A) Insertion (B) Deletion (©) Substitution (D) Transversion
FEHRY R TR 2 SRR TR EE R SE - NI E R ?

() HTHHISEE & A AT K ESE & e

(B)AE 5 S5 e Ja B8 53 A b IS8 2 59 S St B

O NIFERILBERS < 1 %tk FIB AR Al BE 2 59 Eakak

DIEEREAHBARZE IR % - —EBIERHRE

RESBERG b2 ERaabRas - NHIEHER ?

(0 FEAS Bt s MH AV FE ZIUME B35 L s S B H

BF5 I AE » {EBERS TS BIRTRUIE A T R aa PR AR

OFE 2 FEAGIT BB G AR PR TR THY B aa

DFERE T ERE R - DIi55

NEIMAITE S VB k= B S A R A SRR S E (Anaphylactoid ) A ?

A IgG B IgA ©) IgM (D) IgE
NIRRT B B OF S ERTAUL - [T 8EER ?

WFEE (Syphilis ) AT&E H IR TR L

®E A E (Cytomegalovirus ) A 4K i AR T IRl

ORFE R (AIDS) YRS EfEm A &SR HE IR

(D5 [ AT R ELBIE S0 Ry A BIRF R 9% 55

JA%& DNA 78 5 HIHY STR DNA #5250 » H—252€8 (Single-step mutation ) YAy -
@ 10" ® 10~ © 107 o 107
YA A B — A A A T B )R 8 i A SR A BRI 7

(A) Cytochrome b (B COl © 12S rRNA (D HV3
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B 4-4
AT B a2 e AR 2
(A) Christmas Tree stain (B) PAS (Periodic Acid-Schiff) stain
(©) Giemsa stain (D) Gram stain
ABO (A %45 » AB BUZ 2 4TiEk A A HiJE K B HilF » fik
WA FE2EEY (Incomplete dominance ) B)FZ81 ( Semidominance )
OI[F# M (Codominance ) O _EAZfFH (Epistasis )
B REISHE SR T e R AT E 2 HLA (Human leukocyte antigen ) ZL[AIT & - 48 F A ELFE NI 7
(A) A (Class1) ® B (Class 1) ©) DR (Class II) (D) C2 (Class III)

BTN 2158 > D YR el i R 2

() ] {EEE R FrE TN IMAY LR - B ABO IMAHE SN » Lewis A4 E 7R A]

B ERGE RAR EL Anti-B (105 & B IBRESEEIR S » FonER+TH A PR

OFER! (Bombay ) A{TMIHKEEERS - &A1 anti-H FEA SFER S

(D1 Rh (A 244 » &0 D HiE% » & ABO MmAIfE: A & B HiFE—k » QAMESTEE
T AU IERE A AR PR 774 2

(A) Phenolphthalein (B) Leucomalachite (©) Ortho-tolidine (D) Modified Griess test
FIZESE S IMETEIRE SLP i A TE iR BG #ETT DNA $E7ERy - IR DNA #E e & A EE ?
A "FHMFF (Match) B —FHFk® (Exclusion)

© —F AT (Inconclusive ) D FEATEEE (No comment )

R AR fAG ABO [MAYEAIRY SR A 7 #7F » YA 2

W EIE 74 (Immunoassay )

(B N[ Il 2= 47 fi#% (Restriction Enzyme Digestion )

O e EsEmE (Teichmann Test )

(D DNA %Ef¥/£ (DNA Sequencing )

{{#% NRC (National Research Council ) #5741 i35 - )% STR BRI E 247 - STEERIGES
-+ (Homozygote ) FEARIEFIH MIIMEATRE 7 (P REARIER ;5 0 KT ESREREFZ2E)

(») 2P (B P’0 © P*+P(1-P)0 (D) 5/2P

X Fetufie 2 STRHEEC » @A TR G B Al E ?

CVENFERSAZESF 528 BE SRR T e thitk

O RERREEZ (DAHREL 5

7Y STR [EFE - NFIa[E 2 HIRBUE Siele (Mixture) AT 7

(A) Dye blob (B) Allele imbalance (©) Adenylation signal (D) F-spike

wore B e T A B8 I 2 FEAEFTAEA (Random match probability ) HJEE{E ( Threshold ) B
JEE & THI28 A R {EERAE TR — R 24558 2

(A)Z€8% (Mutation rate ) fz FAILE S F (Heterozygote ) {[#%

®JEEEA/IN (Population size ) (= »7K#E ( Confidence level )

OF:AFAY (Haplotype ) K [FZU45 &+ (Homozygote ) %

D&Y A - (Hardy-Weinberg equilibrium ) <754 7E ( Chi-squared test )

& HRR RIS EUE 100 BF - 02 ERFRIMAIEE > TYIEMUEAR A EE ?
WA RS AL EEE STR BRI 73 M7 ®fnfi X Fytfs STR BRAr 47

Ofnfit Y Z4+tade STR AR 04 Ok &rss HV1 F1 HV2 BRI 347
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