108 % = X EHBIFFE-FETFE T FREFIZIFES

o FERRET  FE R P ILISREE  BGRE  ERn
P BRF R R 108# B LR B A fF Y 2R

i 5 2 3308

RS A G

PP LA FEASRARTHTRRGERE (F£F2AT)

FRpER L) pF BB

SO E IR R B R SR U ER R ISR MR T T
SOEE ARSI T

| AREDCER B H $3(EFE (field number) HURCIL - FAI{AEEHE ?

A Dmm By BEfir
B. 5 HimFrd & Elie e E IR mEry B
C.H#3H R F AR

D.H7ISEHIFLEE (NA) JRE
2 RO LURSR Bttty - JERZEER MY 2

ABEOLESRIRALE - DASCEMT
B SR EL IR R - LI IR IR
C.EMZERE » FEEAMEY)EE -
D OtREA AIERE R
3./]Clinitest fzurine reagent strip /772 & w fgofl] N 511{A[E 2
A .sucrose
B.glucose
C.lactose
D .fructose
4 WS F e R Rk G - SE M= E R
A ] HEAIEA S
B.FRZFIALELET
C.IREMESE
D. &= ETIRZE
5.MALERRE(ER - BEEAEE/IVE LA AT e RET NI+ 2
AN
B.2EH
CHEAT R4S
D. i 5'& F5 ki
6. NIHal B BLE Rl PR i (= A Bl 2
ARz &R
B EE#E



C.2gElE R4
D. Az &

7. NN RS EHALRRAYEA ?
ALLHFEZE
B.Z A%

C.BIZ1 )
D. & WA

8. MY KRB Re 2 BVE 7
A .Bence-Jones protein
B.Tamm-Horsfall protein
C.albumin
D.globulin

9. THIERARRIUETEANE (glitter cells ) Z Rl - AT IERE ?
A TR ESRRIEZ H K
B. R MEARPRIR Z H EK
C.HHRP SRR Z ALK
D. R RFR R IR Z 4T mEK

10. =R Mg - NI ER S S ben DU AN AL Z a b e ?
A.APT test
B.HemeQuant
C.Hemoccult I
D.HemeSelect

1. HEEEZENENEE @ SiFEER D& RAVE RS ?
A.l
B.3
Cs5
D.7

12.Watsonzt i~ H HY R I E Z2 (Y T 511 2
AJE&ZE (biliverdin )

B.E4TZ (bilirubin )
C.ZEJEZ (stercobilin)
D.JRiEZ]E (urobilinogen )

13 ARAREESRE ) 2 Bl » TF A& IERE 2
ABRNERRLT - N EHERE - EERREASEAKEME
B.IEEFERT » SR A &H = EIS%HTK G
C.EEH RN » R E MAS HAVENRZE (mucin) B0 (FERORERL
D&z (mucin) SRR E AR EER ) - EEHAERANE (serous cell ) 737k



14 A REREIRR M S 2 Bt - NI fer & IERE ?
A SNSRIk - Al A HLE]
B .tgie DUKBE R ER 1% - BE OHOIUBY) - o] IRES ISR
C.G a4 E » SRS MR T MRSy - B RAREA KA
DA &5 g i - Rl 2 Fr 20
15 FEktgaa T - Ny E A2 HisH A R R K Y ©
ARV
B. X REH
C.HZE&INE B
D. &hxpiEE AR
16 IEEEREIRERF - MY E e R IHE I IO 2
A AW
B.&EHE
C.&
D.#t
17 SABER 1 MBRET 5 ~300(E/uL » AHAE MR B RIMERER - B ETHEIRIE F550~80 mg/dL » A HIAERE T
I ReEAEREL Sk AR 2
AL MRS R 3

B i RS 3%
C. RSP oR B MRS 3R
D . MRS HE 2

18. BV ERZHNK (pericardial fluid ) AgdFYRL - N5l $EE5 ?

A HEVE R AR AR - ] DA R M e B AL e Ay 2

B HIBR F % £ fcls (adenosine deaminase, ADA ) FYIEM: » 1] DU Bl G 8 M O A R 3R 2

C.BER A fnBkET L - T LA A M 0PI R A2

D JifgZst (acid-fast stain) » W] LA BIAEAZ B 14 00 A RE SR AV B a2 B
19.FANEB =R (serous fluid ) ffGER BRI 7 0k » THIMaI& §E35 7

A UGB is R A URRIHEVE - DIEIE R g ke

B.ZEDTAMYHLEE - MERETHU 8 - SR RAVPUEFE IR Y S e

C.ipietriER » TR B /KL 4R A SRS DUANE B g [

D EHEERI RS E A RS - EESLNE A E O N E IR S E O
20. T [fELRR A SIS R RE R 2 Ak ?

AR AL

B. & MERRAE R

CHERER

D.JGE %

21 NHIBHFR IEHE BHENR Z A il iR - & 1A ?



A BT
B. Bl %

C. Ry 1215
D A& w

22 FRHETRR S B HIBE AR e T - SNEEA A - FERERE - iR I A R R o AR A

RESE NAIfAIE 2
A%
B ALt MARE
C FHREURERAEN R
D JrEPERAE %

23 Shtmiky - SNSRIV R EE T RIAT © EEH12E
AR5 - AIIEE RS IEERZ /) ?

A.6
B.9
C.20
D.59
24 kgl - N YIMEE A R R B4R 2
A .spermatid
B.leukocyte
C.immature sperm

D.spermatozoa

25 IEEBRILCRE &AL B2 2 A EE %S D% ?

A5

B.20
C.50
D.60

BERE274E - RPHIBEE - DNEIPEALISE ~ JER10EE ~ 5

26. LIRS — BEIAH R o i A TPRIR I 22t - EE M AR B IAM RS R (hCG) Z (g ?

A Zo-B1B- B TTAYhCG
B.#&B-Ey-KEITAIRCG
C.[ESo-EITHYhCG
D {E&B-KEITHIRCG

27 NEBEAERMEREER (hCG) Ay oK HIT

A R
B 7 e T
C.Hi% B

D B8 FIR B AR

R NI EARERIEAT ?

28 s A Z AR et & 5 [FE-RAE (Calabar swellings) ?



ANV $EER (Trypanosoma cruzi)
B.ZE[%k&k (Loa loa)
C A2 HE (Leishmania donovani)
D. #5143 &% ( Gnathostoma spinigerum )
29. MY E A s B E VR (iR ES - B G LU 7% (Sheather's sugar flotation procedure ) JR4EEEHE » LIFET
faHiR ?
A & ( Cryptosporidium parvum )
B. KIB4EESE (Balantidium coli)
C A Es ( Paragonimus westermani )
D JEEiZIBEEE: (Diphyllobothrium latum )
30. P& A S AR e A $0(%8% (Taenia solium ) F1fESiES: ( Taenia saginata) HIEZ ?
A& DN RE
B.5HH1 (scolex) A5/ (hooks )
C.=2%75880 (gravid proglottids ) 40 K iBHARE
D.2ZRgei e 8 H
31. MY EERFEE: ( Clonorchis sinensis ) HIZ55HI&GEL » & B ABGHIEETST ?
ABfI4f (sporocyst )
B.&E %)) (redia)
C.EE%) (cercaria)
D.24%f) (metacercaria)
32, N HI =Rl # OV E A NS FIEE BN S& 5y 2 OWIRT R # (Dicrocoelium dendriticum) — (2)
EERTIR 5 ( Clonorchis sinensis) — ()15 (Metagonimus yokogawai )
ARG
B.EO®@
C.E2O®
D.#@®
33 AR ARG REER (Trichomonas hominis ) HYFCI - THI{AIFIEE ?
A B RENEDR M
B A BT
C.o8 A E#E (undulating membrane )
D.2FiltE (axostyle)
34 WHNETHE K B2 (exudate) BUEHE (transudate) - FZDHENTHI{A]5E 2
AREZK BRI BR B2 52
B. /KL B & HRERIERE
C.EBE K0 EHREN =R
D.REZK B AR B EHIERE
35. NFIME > SRl (Glutamine ) JEFE » AR ES ?



AR
B.HEK
C.FAgm’
D.f&# R
36. MHIEE MDA BT E MR EE 2
A PRERER T
B.RIUE S
C.BtkR
D.RHEmR SR
37. Ny el ER G B A e R R PR A 2
A FBEEE
B.EATRET R
C IRyt EsR
Dt = B
38 EBMIREI R » [ LLT3RE o N2 PRIUE T2 Ry (rTE4HAE ©

A.RBC
B.WBC
C.yeast
D.squamous epithelial cell
39. BRI ESE SR T F [ E RS R I A AR R ?
A.pH
B.occult blood
C.leukocyte esterase
D.glucose
40. PR A NB B TRE Ry AT 2
A =EURE
| SR ANEENEN
C.4LtuEH
D.&t#EH
41. F%{al fEiretrovirusfy & (' » B HADNA transposasesfH{IYDDEfE L@ ES ( Catalytic domain) ?
A Protease

B.Reverse transcriptase



C.Integrase
D.RNase H
42 FEA/NDNAGT FAEF B Bk p R B - i PRE8 i F3fa] 2 (DCircular DNA (2)Supercoiled DNA
(3)Linear DNA
AO®®
B.O@W
C.QBeO
D.OM®@
43 Fxr s tE %L (Chromosome replication ) &4 4R EHA (Cell cycle) HYHAR—{EHFH] (Phase) ?
A.Gl
B.S
C.G2
DM
44 A>3 National Center for Biotechnology Information (NCBI) Z&t > BLASTHYHI » N5 {a] &8 ?
A LKL FR 5K EE AL BE B 22400
B. DU B B Fr 51 AR L S e A B TR
C. aT#5R1 R & Z A EE B R 51 R AR (DURE
D. HRestH A RAETTIES - NERT i EAtr A8
45 )5 (Biochip) A BA THIAfEER: ?
A RTRIR ot Emeds - (WD HRR
B. A EIRH{EHI 2 AN E 0 E
C.rE#b
D. AHRA 5 HRE A 5
46. MR R EAAEE (Microsatellite markers ) YR - (i E$EER ?
A R ALY~ 5l base pairs
B. KR {55 LLshort tandem repeats (STR) JF=F{E
C.IGFETT i =B AEREG - 12 A {RFRf heterochromatin
D.AYEDRE RS A e 2ELE
47 ARAZAERGZ N §% % (Internal transcribed spacer, ITS ) JEFAEER Z#iE » N YIRGIL{EE ERE ?
A TSI FZ & = EUTS1 ~ ITS2RIITS3
B.E%/28S rRNA D1/D2 By
C.ITSIE /2 ml i FAE I REE R i e
D.ITSE FF&EH8L116S rRNAFH{EIZT1500 bp
48 FH#fMacrolide-Lincosamide-Streptogramin B (MLSy ) FYGTEEHEE - T 5RO $E3R ?
A FZhERAG&ER ( Ribosomal modification )
B.ZY) L EEH (Efflux pump )
C flifiltopoisomerasef/ ;& 14:



D.&&¥)7Kfi# (Drug inactivation )
49 FIHPCREVHIAIIMR#G H 2 &A  NBREA2wWE (HIV) - SF il Ty efEisR A B 2
A 5PRSF (Conserved ) HYIE:
B.8: %% 5 (Variable) HYEI
C.HHAZ IR
D {F{afl&@Is & 7]
50 2% - NYIfdiE R 2 R E R R 2
A.G6PDE:E= i
B. AR
C.ERIE
D.FEDE A
51 FFUa AR R A A= 4 AR S At ki LG (GOPD) G MY /3 S 2
A ALMERE—E/LE (NO) i<z
B.G6PDE: ZE M pHIE 2 (7
C.#%&E-6-135l% (G-6-P) BANADPHYKm{E
D.G6PDEE k5 Ehif%
52. HPCRITAEMIE #EA Y leukemic cells » HEEHUE AJ 2
A.107?
B.107
C.108
D.10°!!
53 BRI EALE EEEEERIYERE TR - TYIARMAE Lo Fiaiarysul - (& 55 ?
AL PR Hpa T G E)HICCGGRFFIifi A & YIFIC™CGG
B. 1 DA4E &real-time PCREZhigh-resolution melting analysis 4 A PRIy B ELA b
C . Bisulfite ™ DA{SH A RS LAY I m e fisss Ly B igens
D.GSTPIELR A EALHIRE & AT 5 Rt i e T it e
54. NHNAE R i R | A R A it 2
A.PALP
B.PSA
C.CA 153
D.CA 125
55 . TamoxifenZE4)H I ZRAEL N 1ol fl EL R 2 BUMEE A e 2
A.VKORCI
B.CYP2D6
C.ERCCI
D.UGTIAI
56.77 T 1857 B HLA-DR » "NHIHS—(ElEIs .o 1 i by 2



A.Exon 1
B.Exon 2
C.Exon 3
D.Exon 4
57. T %alZ& A~ 1{Eshort tandem repeat (STR) 3 HrHYESHE AR 2 A ?
A FRESE TR BT
B. &R E
C.w%ifa 2 AR R R TR R
D.7> TZ2ETG6PDEA = fiE
58. NIl E 2 ADNARY AL S ACGE T A BRI Y 70 Bk 2
A Multilocus sequence typing ( MLST)
B.Variable number tandem repeat ( VNTR )
C.Ribotyping
D.Pulsed field gel electrophoresis ( PFGE )
59. T H AT BB i 2 BV 45X 0 B R A B 0 D% 2
A Ribotyping
B.Spacer oligotyping ( Spoligotyping )
C.Restriction fragment length polymorphism ( RFLP )
D .Multilocus sequence typing ( MLST )
60. MYIAfE A AT HREF S ARER A fpfe - iR 2R R YA ?
A EZREHEYE ] (oligonucleotides array )
B.JR &Y tHERSE (fluorescence in situ hybridization, FISH )
C.16S rRNAJEF?
D.16S-23S rRNA gene internal transcribed spacer (ITS) EfFE
61. NIRRT E AR A R MR E Y B ER S e ©
A .Ligase chain reaction
B.Nested polymerase chain reaction
C.Transcription-mediated amplification

D.Polymerase chain reaction
62. TN EZLASYBR Green IS G AEESHIZ fE (RT-PCR) AfINANE - ARIBALSR A7 8L B 9 Sy BN A%
RIS 7 PR A i h 4R o &S 3R - BT EE SRRt - MY &R~ EE ?



¥ 60 ' 12

;ﬁ so0 @ | @
L 8
ke A |_
;‘330 4// g 6 /’}“
& I/ /
0 7 o /
10 /// 7 |
A SN /A AR S 2 < T TR
5 ™ > Sl G4 AT AMatrix A R
K gz m o dr éfviﬁ%:Aii AANS1AE
s 60 12 4T é.ﬁ?ﬁﬁ%AﬂnLr&‘Hlﬁta
B oy oo ol ® 2 otk AR R RHASAE
% g %641k BAUARHARE
8
H =
‘2‘_25 2030 |_E .
it -~
% %0 %i :
10
2
10 20 30 70 75 80 85 90
P K HEE(T)

A TS FH VR E B EIDNATE & - B inss—1E
B. R &Y FEIUTP Furacil N-glycosylase » {5 T44
C.SYBR Green I/ = 8IFIRAE MM #£PCREE
D.0.5°C/ s s BAFHIT IR AR
63 St AN E MM ik - NYIReI & sEsR ?
A5 SRR P E R TR U7k
B.Gap-PCR A A /(M BR e o 2 B 2 R R B R R MR 1
C.Hb CSEZHb QSAY AT H|FIPCR-RFLP;EMMHIZ
D . Msel[R B 7] FA o2 &5 S A Hb CSELHD QS b i fe 8 5 AL [N
64 .£91% M E IE BB B RS2 G I o G2 R ZL RS N il - SR VYRR IR =548 o RN LR aIRL
it > NEIMAE IERE ?
A AR A TRy S 3 A S (O RSN T
B.(ERGFT AR T - B2 RS R =S
C. A LLH4HAEAE #EE (cytogenetics ) fligiAffinl 2
D. MR S8 Ry s hida By L
65. 5 A UGTIATEER Z B 2 R E @iy (TA) EEFFIIEERVEL - YR & g 2
AT LARE IS8 7 R Aol
B. 2 EEASTE L BN TAEE T A7
C.UGTI1A1*285 51 7 TAEAG 51 Byt {E
D.FIFISSR-PCR (inter simple sequence repeat-PCR ) JE¥fUGTIAI*285 Ak HIEY K FEEEY) » B R RS
K HIETHPCREY AN
66 fHHLAZEAT BRI » NHLAZEr BN H R % » BRI (ambiguity ) - NHI{afdfabR A6 5 5 i
UL ?
A B EREE R A
BURHERMES [ S T



C. B A8 % (Fluorescence in situ hybridization, FISH )
D.DNAZEFEEFFA

675 FHRI SR ASDNAZCHIETR T BRI - B ELE VAR R B Rl 2
A .cytochrome b B
B.12S rRNAF E%
C.HVIEEHVII 5 B
D.NADH dehydrogenase - B

68 AT LAY TPS3EL NS B 249H B 11V — ik G A BRI R B plceR g - NI A EE &

R IE R R ZE Bkl 2
A SRS REEE (THC)
B. & CIRLAESS (FISH)
C.E—EE S TS EE (single dideoxynucleotide extension ) K7 JE5THT
D.ZRHTASPE 7RG E%E (Western blot) 3
69.c-MYCEHEEL R AR 73 AT A 2
A AEFHF (growth factor)
B.AEERTZ4 (growth factor receptor )
C.1E#gEA T (transcription factor )
D ZEERT (elongation factor )
70. NEIAE ZFDARY AT 7 Hihs I HE TR ARG 2
A.CA125
B.PSA
C.CA19-9
D.AFP
T1. TR PR 8 By i i i & A i AL R A R B R AL S B R R Bl 2
A.TP535E[R
B.BRCAIER

C.KRASEIA
D.METEH

72, NHMAITERERE LABRAFELNZE B i B 17, 7
A .Melanoma

B.Colorectal cancer
C.Lung cancer
D.Serous ovarian cancer
73 AR ERB-ALLYR R A AV RSB RTEL-AMLIE - il E o2
A .cytogenetics
B.FISH ( fluorescence in situ hybridization )
C.RT-PCR (reverse-transcription PCR )



D.Southern blot
74 A 5SS (S L AR EE Y imatinib - 2SS TV IA[EENE 7
A.AML
B.CML
C.MDS
D .Multiple myeloma
75 MG TR H G E - SR RHIss R PRREOETILE - TR ESME (TP) ~ Hizt: (TN) - (A5
(FP) ~ {EfatE (FN) - AraRERRERVESEHYZ ¢
A. TN/ (TN+FP)x100%
B.(TN+TP) /(TN+TP+EN+FP)x100%
C.TP /(TP+FN)x100%
D.TN_/(FN+TN)x100%
76.DNASE ST Tl PV EE ZAGHE 2 — » BAEEPRDNABART SR EL (RAFAURG » T Y& 5HaR 2
A DNAGRF “REBET /KT e 23 R i
B.DNAJEZ A s Y A
C. 4R DNAMERE M » B IRiF — T0°CECERARE
D .DNAVK g5 44 & EE DN AH iz
77 BN T Rein e knE 2/ Ve S = (880 A TAEEE (55 ) > BIFE - reagent preparation room » pre-
amplification room Jz post-amplification room - % FEHY %< B FEZ EAP— I T = ?
A .reagent preparation room
B.pre-amplification room
C.post-amplification room
D .pre-amplification roomZXpost-amplification room 5 =] )
78 fR#EClinical and Laboratory Standards Institute (CLSI) HYRRTE » BN Tk 42 SEEHE (Quality
Assurance ) HYRCIL > FAI{A & #ER ?
A ZAFEFAFEREN G EYE BT E 255
B.EMEsEG/E B & positiveEiinegative controlZf
CHEE A RR R 2R 1T E B alin
D.DNA “RNAZZHUESRZ /A5 o B P E I E A AUSFE Y 3=
79 .FATAFE %I e 7Y BIES A S E (Real-time nucleic acid sequence-based amplification » Real-time NASBA )
TR E R P IS BRI - MY R A E 7
A SRR
B AR FE
C.H—ENE
D. 8% S ERF I EERT-PCR &
807K il » T BN EARIIAERIEF (internal calibrator ) RNAZ G+ » FHAETTIZBEREU R IEIGHY HEY 2
ARG A REUZ S R



B il i s R SR YR — 1k
C e Rt 2 A Rl
D #fiBhE B ik



