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1. FHIMa& LN (neocerebellum, pontocerebellum ) Fl7/E5 4t B 2% ©
A F&i5% (pontine nucleus )
B./NEE IR % ( dentate nucleus )
C. &% (inferior olivary nucleus )
D.FiJiEf£%4% (vestibular nucleus )
2.(D%EWEE (frontal nerve) (2)EFEMAL (nasociliary nerve) BRHAL (oculomotor nerve ) (@)JR1HAL
(lacrimal nerve ) (®IFHHLL (trochlear nerve) (©FNEHHAL (abducent nerve) S AL » HPLLR4EF4H
f#EEE (common tendinous ring ) PN#EHHRAE ?

ADOBG
B.2®®
C.O®W®
D.O®®
3.525% (pterygopalatine fossa) (1% b J7i@EMER ?
A GE
B.BA 7 (infratemporal fossa )
C.9JE% (middle cranial fossa )
D. [
4.1Zif Chemoptysis ) Z IR » FxAIAE2KE FHIAT#E ?
A Fti#EHk (pulmonary artery )
B.fifif#k (pulmonary vein)
C. X% E#Hk (bronchial artery )
D .7 &&&#k (bronchial vein )
5. REAREL T2 Ml A ARERE ?
A EiEZF (esophageal hiatus )
B.EEHRSL (aortic hiatus )
C FEF#ARFL (caval opening )
D.[EF5;RE)7F (medial arcuate ligament) |
6. ARAVNEBINR (ovarian artery ) HYRCI » A ERE 2



A BEHENEIIR (internal iliac artery ) AY57 7
B.&ELHUNELH)T (ovarian ligament ) #E A DN EL
C.1eH&7 NI (external iliac artery ) FY{% 777 A B ZiiE
D &% #)75 (suspensory ligament of ovary) i A DNEL

7. NF AR EEGIRAL (piriformis ) §Y_EJ53#E AEHEL 2

A.B F#Efk (superior gluteal artery )
B. & TN#k (inferior gluteal artery )
C.ALFHIEE (sciatic nerve )

D.f&f 28 (pudendal nerve )

8. HEZEHEE (deep fibular nerve) (53 » & AJREEEC NYIfa &S] ?
A JEEPL (fibularis longus )

B.WEEGHL (fibularis brevis )
C.J&mifl (tibialis anterior )
D&%/l (tibialis posterior )

9. NHIfal & EAEREE N _FBE (medial epicondyle of humerus ) fJ{& 77 ?
A FLEZ 4K ( musculocutaneous nerve )

B.IEHf#14% (median nerve )
C. R 4#2% (ulnar nerve)
D BEMiLE (radial nerve )

10 .74 (axillary nerve ) Z480F - NHIH—HRALAIME S 2
A. =Pl (deltoid muscle )

B.EFEHL (coracobrachialis muscle )
C.FE—58H)l (biceps brachii muscle )
D.BE=F&R/l (triceps brachii muscle )

11./NSEVE IR — 414% — FfSf8€ (dentato-rubro-thalamic tract) > 7748 N7/ 2

A. F/NESH (superior cerebellar peduncle )
B./NiEHY (middle cerebellar peduncle )
C. N/NSH (inferior cerebellar peduncle )

D.4EiREE (restiform body )

12. 58808 ZSMAPRE (lateral funiculus ) &7 N FI{afHHAS EELES ?
A EFEAHIEE %2 (dorsal column-medial lemniscus system )
B.AMHIEZE A 887K (lateral corticospinal tract )

C . HiFEABETE (vestibulospinal tract )
D VY EE A 857 (tectospinal tract )

1354 S T 2 i N YA s (s 2
A B EEHGIREE (spinoreticular tract )

EF{HIA B8/ MR (dorsal spinocerebellar tract )



C. BN HIEE % (dorsal column-medial lemniscus system )
D.Fi9MiIZ4%: (anterolateral system )
14. 51 HERAE RS HEP Y interpeduncular fossatft ?
A JHHEHZ (trochlear nerve )
B.#E##4E (oculomotor nerve )
C EJEEAK (basilar artery )
D.f& T #E#G (pituitary gland )
15.BRA A 57 /E Brodmann area 4.2 R A& #H5R 2
A ]S H B A FE1E (corticospinal tract )
B.& HZZ4HAE (Betz cell)
C. ] $r SR8 MAFZ (ventral lateral nucleus of thalamus ) {# A~ &
D firfx & 5uiE (posteentral gyrus )
16. = X4 NEESZ (mandibular division of trigeminal nerve ) 748 - & AJBEFZEE NI 2 L 4E 2
A JEIEEHL (tensor veli palatini )
B.ENEEAL (levator veli palatini )
C.JBURAL (palatopharyngeus )
D .S &R (palatoglossus )
17. TFA—RILA 2 FMESMHiEE (external laryngeal nerve ) SZfC ?
A 1BEEFIPL (posterior cricoarytenoid muscle )
B./MAEEFIHIL (lateral cricoarytenoid muscle )
C.E2HHJl (cricothyroid muscle )
D.EHFJHL (thyroarytenoid muscle )
18. T HIH—HEASHAFAREE (dural venous sinuses ) HYIMA ELEEFE ANSHEFAK (internal jugular vein) ?
A.ZJRE (sigmoid sinus)
B. F&% (superior petrosal sinus )
C.f#58 (transverse sinus )
D.ft& (occipital sinus )
19. THHa[EA 2 HHIREHRS: (thyrocervical trunk ) #Y533Z ?
A ESHEIAR (deep cervical artery )
B.S# &k (suprascapular artery )
C =S8Rk (transverse cervical artery )
D.FREE FEIAR (inferior thyroid artery )
20. 55 %4 (AV node) fZ5EIT NIl ?
A fi% (moderator band )
B. MERARELA 0 5357
C.7it k&R (opening of coronary sinus )

D./i% (crista terminalis )



21 A RARTREME 4R - NHIA & ERE ?
A NIFNRE 73 338 T J7 Z RSG5 B EEIRSMESS (aortic arch node )
B.f5 FAHEEMEEE AR (thoracic duct)
C.Hiifith 2 28 T+ R BT AR T
D. A FHHESMEE A N RE TR EMESLE (inferior tracheobronchial nodes )
22, MHH—RANRETR#AK (intercostal vein) - 3% FEEAZTFEAK (azygos vein) Z&t 7
AR )\ B TR
B. =I5 — RO RETAFR
C. A =RhRTEFR
D a5 +BhiER#R
23 IEEFR B EILFEIIE - S8R0 (landmark ) BIEGAREE 2 Bol » T oI ERE ?
A SFEHRVIER (jugular notch) 7KPia = CTHER
B.fg5 A (sternal angle) 7K-PaT @ T2HE R
C.%H9REEER (xiphisternal joint) 7KSPH * TOME R
D.FBMHLIHE ¢ AT RN
24 TS - e R IREIAR B TR ?
A OB (endocardium )
B. 0 EFESNE (parietal layer of pericardium )
C.LYME (epicardium )
DA
25 FERGT AP TR B IS E R T » TAE R NIRRT DA 1k 11 2
A FF4&Ek (common heaptic artery )
B. THE 15858k (inferior pancreaticoduodenal artery )
C.ES#HK (left gastric artery )
D.&EE4EREENR (left gastroomental artery )
26. /A RAMEREE (inguinal canal) HYRTIL » NHIATH ERE ?
A FVEEREHEE AR (spermatic cord) » ZMEHMAINEFHT (ligament of the ovary )
B.IEARHAR] - #5428 (vaginal process ) H a4 AE MRS
C.EAEFEENIVIR - TH Ay E BN #IIR (direct inguinal hernia )
D.JEfEFRE (transversalis fascia) ERHEREE 4R (deep inguinal ring ) JHESHISMHAI1/3
27 E BRI - TYNTB SR G4 ?
A SMNREFEZIPL (external urethral sphincter ) U4E
B.i5#R (prostate gland ) 4
C.lk5%E (ductus deferens ) US4
D.EkPR#ERE (bulbourethral gland ) W4E
28. 87288 (perineal body) Z{51% » THIIENIIEFARAIEERNZFE?  (OBESEEEHL (bulbospongiosus

muscle) Q)& 750 (deep transverse perineal muscle) — Q)&faEf&H | (superficical transverse



perineal muscle) (AL H4RESAL (ischiocavernosus muscle) — (SFRIESMELIANL (external urethral sphincter

muscle )

ADOB
B.@o®
C.O®
D.@®
29. NI E BN RHAL (adductor longus ) FHAH [FEIHYHHIEESZHC 2
A BEHH]L (gracilis)
B.B& 5L (quadratus femoris )
C.HYEHL (pectineus muscle )
D.EAFLIAHL (obturator internus )
30. &5 LBl EEE=Ef (carpal tunnel syndrome ) I > S AIRHEAVHL—FRAUBE R, T REZ 2RO % 7
A 5 EH (extensor pollicis longus )
B.JE#HEEHL (flexor pollicis longus )
C AMNEHFEERL (abductor pollicis longus )
D.AUHHENL (adductor pollicis )
31 TNAIEEHLA > AL R ?
A.FEHEH]L (splenius capitis )
B.FEEZ AL (longissimus capitis )
C.FEFHRHL ( semispinalis capitis )
D.K1&BEER (rectus capitis posterior major )
32 T4 (spermatogenesis) #EF2M » THIMEEAEE—IRE T2 (meiosis 1) SEpkFEE ?
A KSE4HAE ( spermatogonium )
B.#45AE TR (primary spermatocyte )
C . RYUIEEIAAE (secondary spermatocyte )
D.f541AE ( spermatid )
33. T HIHB—TEMS S - Biffs (diaphragm ) HYAHRCHERE ?
A FE9fE (septum transversum )
B.fafgERE (pleuroperitoneal membrane )
C.BHEEH%HE (dorsal mesentery of esophagus )
D .Ma.0 Bl ( pleuropericardial membrane )
34. THIRAI 4505 (duodenum) 25 7Rl - {a[E ERfE ?
A E=TBHIAIEG (foregut) PTANMZA
B.+ #5853 (duodenal loop ) ZEFZINIEAN (yolk stalk )
C.FEESHyiEE - + 15058 (duodenal loop ) & fEkE 2 /= {HI
D.[A_E Sz 4Hpais 4 —FEFfA#H (obliteration )
35. LU NAREAMERR (gonad ) F3{BAYRIL > {a[ =& TEAE ?



A MERRZE (gonadal cord) FEZMEEE B ER AIEE (primordial follicles )
B.fZEZ (cortical cord) {EH M EREISE (epididymis )
C.M:PE2E (gonadal cord) FE M2 E R4S ( seminiferous tubules )
D.F&EZ (cortical cord ) {E20M:E8EEEINE (oviduct )
36. THIARAIREE (eye) SEHIRUI » [ EFHER ?
ARE (optic fissure) AZfAARFF Coptic cup) HYREMIIE » EERA (optic stalk ) 5
B {4EHHE T L EHRAIAFAR (central artery and vein of retina ) &5 H NI EHAGIE (hyaloid vessels) HYTTAE
)
C.H4EEEZE B (retinal pigment epithelium ) 25 HHEF (optic cup ) AYHN
D. i€ (optic nerve ) J2J5 H fAEHHE ~ #HACERLHARNEHIZE (axons of ganglion cells )
37. AR EH AR (smooth muscle cell ) AL » {a[ZHIERE ?
A GRS (dense body) ATHEHIEKEEE %% (myosin filament ) E {2
B.41pESME MR (external lamina ) £1[E]
C HHAEAFEHT/NVE (T tubule) {EIESSHET
D 4ff =~ fE#E A&k (desmosome ) ZHFE
38. Ny & fE4NAEE S (intercellular junction) - {A[EEAfEj4% (intermediate filaments ) 4% ?
A FH$E/NE (zonula occludens )
B.Z5E/ [\ (zonula adherens )
C 2353 PE (macula adherens )
D.J5ER%EEZ (focal adhesions )
39. &% (longbone) HYELEAE 1L (endochondral ossification) HY#J4RE 1L (primary ossification center ) fir
Iz ?
A5 (diaphysis)
B.E#i (epiphysis)
C.Fi#Hil (metaphysis )
D. EWHE (endosteum )
40. NHIARE R ZS (CNS) AYFLEEEAHAE (neuroglia ) YR - {73 [EAE ?
AR (oligodendrocyte ) JH{LUHB AL £ (PNS) HYFFHEAHAE (Schwann cell) » EFFEHERH
( myelin sheath )
B. 2/ RB4HRE (astrocyte ) I JTIPAHAE » 3 AAEAREF UL (central canal ) FIRS=AYFFL - RY
C. U INE4HAE (microglia ) ZAEME H 8 H £ 2 HVARE » ooy S mT i i 12
D. =& 400 (ependymal cell) %4 » AEEVEELS B THAE
41. THIRE (trachea) FIZFE (bronchus ) EEERES 7 LREL » [ IHIERE ?
A TEHH TR (elastic fiber )
B.W#HY FE (epithelium) =5FEAH[E]
C.WHEH AR (fibrous cartilage )
D.WEE LA EHAHRE (smooth muscle cells )



42 SRR (pancreas) BN 57D (endocrine portion) ZFUIM » N ARl THIERE ?
AJEEERHR (serous gland ) 4HAY
B.ERK/NE (islets of Langerhans )
C. 204l (centroacinar cells ) #HK
D AH AR A S A R g R MR R FE ML (zymogen granules )
43 3EEHEREE (Peyer's patches ) FEAR1E Ml faljz ?
A.EH#5 (rectum)
B.ZEH5 (jejunum)
C.iER% (ileum)
D.+=45H5 (duodenum)
44, MY B (kidney ) 4HARGES Z Rl - (A7 #E 3 2
B ERUmE (glomerular capillary ) 2 A 740 (endothelial cell ) EBHYEEFLEY (fenestrated type )
B.&0%3t (macula densa) Z2H#TE/NME (proximal straight tubule ) HY_ K7 4HREATRME
C.TE%BkAM (juxtaglomerular cell) FZEZH ABK/NEHK (afferent arteriole ) 2 B EEIERI4HAE (smooth
muscle cell ) AL
D ENRBEE A HE A P EHk (arcuate artery )
45 B 1= 8 (uterine wall) FYRAL - NIl [EHE ?
A FAETEANRE (endometrium ) &g H48HH] (menstrual cycle ) {5
B. FEAUE (myometrium) HA5 "fE-FEHL > YME (outer layer) £r/E
C.BAN > FEAUE (myometrium) FYFEHIAHAEE R (hypertrophy ) F1b%4: (hyperplasia )
D.FEH (cervix) FEHINEEZL T =R (uterine body )
46. THIREHR4IEE (seminiferous tubule ) HYRLAL » o] & TEHE ?
AVEINEASERSFF4E (Sertoli cell)
B.EAAANAE (myoid cell) mI53IA=2[EEH (testosterone )
C.E@E et E b7 (complex stratified epithelium )
D.ERE e EHIAAE R RAH G AR (spermatid )
47 A5 #fguanylyl cyclaseff SRzl » N 5Ifa] & EHE 2
A. 1] El#ECAMP (cyclic adenosine monophosphate )
B.Al#—%{L%E (nitric oxide) &H{b
C. HPrfa LRI FEFEY) ] H #£5  bprotein kinase C
D {R#EMmEUL4E (vasoconstriction )
AR AEIEHEIL T » astrocyte s BN FIa[fELIEE ?
AL MTASIEEE 2 Tk
B.JPRimyelin
C.FEEndRas N 2 B RS
D. B e & s (el
49 . NH AR 2 Bl LB R R A E 2



A .midbrain
B.ciliary ganglion
C.Edinger-Westphal nucleus
D.trigeminal nerve
50. [ #%l|cranial nerves » fi[3& H & sensory fibers ?
A FIHEHZE (optic nerve )
EVHS L (trigeminal nerve )
FEVIEtHEE (facial nerve )
EXHE gL (vagus nerve )
1A SREERE - B DIE S E T BT H IS A R AERE 2
A hippocampus
B.basal ganglia
C.substantia nigra
D.cerebellum
52. NI Z AR S E o B R ENREEER} (intention tremor ) - BiEfERE (dysmetria) FIZBAARFE (unstable
posture ) FEAEFHSFIER ?
A K& Y E &
B/
C. AT~
D. 94
53. TEFHLTT (lower motor neurons ) HYIREFEGEEL TFHIHL—HEL ?
A Parkinson’s disease
B.Huntington’s disease
C.amyotrophic lateral sclerosis
D.myasthenia gravis
54 AR E RSHLAIAEAdihydropyridine receptors Z A4l » 51 {a] & [ ?
A BAriAEE R (T tubule membrane ) _Ffyligand-gated $55E T4 % (Ca?" channel)
B. & friAlAE48 (sarcoplasmic reticulum ) _FffJvoltage-gated 58123 ( Ca" channel )
C.E M & (T tubule membrane ) _FfYvoltage-gated$5 kT~ 3 (Ca?" channel )
D. B i~ B #4548 (sarcoplasmic reticulum ) _FfYligand-gated$5EE 745 (Ca 2* channel )
55. MR R FREALZ RO - {774 5535 2
AW I EA AR A RAEIES (actin) BIHAEEH (myosin) HIMH G 1FH
B.558E-Edcalmodulinf & {Emyosin light chain kinase|ff % E U 45
C.H-band{i7 R AILAIRYALER (sarcomere) HYH 5%
D AEZ-linefi{HIH1-band T ZLZ FHALEIZE A (actin) Fr4HRLHY
56. T HIHRRE S e AHAEAE % NBRMR i~ E & 2
A FEEEMEER (eosinophil )



B.MEER (lymphocyte )
C.B&ZEK (monocyte )
D.AEARAHAE (mast cell)
578 NESZEIRRERIN » Fe A mlgedd 2L Ny AR, 2
A BRI Z 25 E#EZE (arterial baroreceptor firing rate ) I [l
B BCAEARAYAC B AEE M (sympathetic activity ) B[
C. Ko ORISR &S (parasympathetic activity ) Jek/)
D EEIMES4[H ] (total peripheral resistance ) 1
58. THIARARISC R AHECEL LIS S8 FHEARGL - ol 1ERE ?
A fEE B4 (SAnode) FRUSKEE 487 (F-type Na* channels) - {H4HAfAE 2L
B. EFIHIcAMP {EH] » ZESE 002 AILAHAE U A B R Y 2R
C.JELB, B FHRZEZHE (B, adrenergic receptors) » iERCIMAE EF 7k
D.EIIE B4 (SAnode) PfEET-ZAE M - (HARAAR #5RL
59 EmuniEET/ Nk (precapillary arterioles ) Ui » &L NyIfalfEgEZ (L ?
A TUmENEF /KB (hydrostatic pressure ) [l
B.fAME R 22 (filtration rate) "N
C.funEInHEBEAS2 %R (colloid osmotic pressure ) HE [l
D AHERERIZ RS 25 (colloid osmotic pressure ) T
60.57BEAHA (gas exchange) FJ&4E4E FHIFREALE ? DL HAE (bronchi) @Ml (alveoli)  QFKUHANY
%% (terminal bronchioles) ()W M:4H~7 &% (respiratory bronchioles )
AEO®
B.E@®
CEQG®
OO0
61. EH AR MURSEAR - ZRE > FRSHEARBSESENE 2 — 8 b7 BE( Peo, )95 46 mmHg » H
EETEE( Py, ) F5100 mmHg - ZE %73 BRAIF540 mmHg o N HIRCAI AT R ?
AF - ZEFEAN S bhr{E e A E
B.FENREEF AT Z (carbaminohemoglobin) {2EBM&TZ% (hemoglobin) 7 EERILE 2B
C.ZE MK RAGHHBAT IR ASEIRITL (systemic arterial blood )
D.ERKH ~ ZWENMALZE (hemoglobin ) 7375 T2 K Rk A4 E (Bohr effect )
62 .55 AR R BT T S IERT AR < HI & - HIE LS RB RIS R (total lung capacity ) F550002 71 - itk 515
(residual volume ) £5300Z 7} - {7 < IRy ZE{EE 2 Fyfa] ?
A fifivE& (vital capacity )
B. WA EEHZSFE (inspiratory reserve volume )
C.#I%E757% (tidal volume )
D.IhEEVERTER A& (functional residual capacity )
63. NHI e E 2 BLEE T ?
A ERGHIBE ) RV A2 e (E i B RER At



B. ERG1-/E AL 3Z FERE (SR i epinephrine 1[5
C SMIAIR LRSI — R Z 5 AR U nitric oxidel] 5]
D. NALFELIAILZ BRI R AR acetylcholine FIEL
64 FREERE (trypsin) RSB NYITEREZAEL ?
A .colipase
B.carboxypeptidase B
C.elastase
D.deoxyribonuclease
65. NYIARAE YRR (countercurrent mechanism ) AYFCIL » Al & $EER ?
A EFRR TR 4R & s s B VR 2 BB

B.preEsgsE B = FFHESIEAS (thick ascending limb of loop of Henle ) AYSR-SRRRTF =H5fsHE (Na™-K*
ATPase ) 2t

C.=l % LIS R & FI - A EEER B (Na'-ClI" cotransporter ) 8 ~ ST 2 B/ VE B
D.E& (vasarecta) FHRACH: (countercurrent exchange ) FY{EFI4ERF B igia'E = E 140 2 E R FEE

66. FHIARHE/NEE $EE T (Na™) FERIAIRIL » 1] $5E 2
A TR INVE F BN — & E L EEEE H  (sodium-glucose cotransporter ) E&

B.=F[K B0y FFFESHARS (thick ascending limb of loop of Henle ) Hisk— £# — & 77 [E##EE H (Nat-K™-2CI
cotransporter ) & &
C.FHIERIRN_EFHEE4HA: (thin ascending limb of loop of Henle ) FH [~ f7$/iEiE (epithelial sodium channel ) &F&
D.igdh/ V& (distal convoluted tubule ) F8A— &7 [E#EE S (Na'-CI cotransporter ) &
67. NYIHZET » IEHLER4E R R B A = R [F] ?
A .aldosterone
B.1,25-dihydroxycholecalciferol
C.thyroxine
D .testosterone
68. MY R RRAEBARE o s 5 2R - AR AR - (7] TERE 2
AL AR e R A R 5 O A A 1 1 A A BB BAIRE R R B R 0l
B.ATPERLM: Y $#Ffe 18 28 T B A s T B N (e e e B 2R 0 b Y EE B B
C. 1 B R B B 45 i 0 BAIAEL P HYc AMP R {1 #E R 55 Z2 Y 73 M E FH
D . BAHRE A5 T8RRI S B & R o B Ry E A R
69. & [+ Z $EE T IRE_EFHR » YA (EHER s g a8 2
A .anti-diuretic hormone
B.angiotensinogen
C.aldosterone
D .atrial natriuretic peptide
70. FHIATRIERRALHEZE (thyroid hormones) = #Uit » {4558 2
A EEGERIMR P4 EN (binding protein) X EAFAVAINY (target cell)



B (free-form ) J2 T 25 R4S S REAVAARAMAGEAS 2 <288 (receptor )
C.1m i —RAEIE (peptide) JME Ry
D. PRI AAE > FEPREEsE ( transcription )
71.4E7EZ (oxytocin) HYEZ(EH] Fofa] ?
A {E#EF =525 (uterine relaxation )
B.{R#EFEAEMN (milk ejection )
C. 1N =#g 7% (luteolysis )
D HIGIRT5I#EE F,, (PGF, ) K73
72 . T %I FiKlinefelter's syndromefJ 40t » ] 54535 2
A AR 28 (karyotype) 2% f47, XXY
B & H i/ b
C.HifnH =~ SE[EfE (testosterone ) 7l E#IE
D.HLH K FSHA 53 b S
73 . —fr385% BRI METRE R 2 » AR 455 » testosterone) /& 1.5 ng/mL ( IEH{H F3~8 ng/mL) >
prolactin’i2 /& £5150 ng/mL (IEFEAFEFMER <20 ng/mL) o FHI[E 2R A fE g LM DIRE eI R A 2
A R dopamine 73l EEY)
B £ T HR (pituitary gland) % T HEJE
C.fE M (hypothalamus) #24THE THR (pituitary gland ) fE£ 1
D.[@SEE (cryptorchidism)
TA THIHERIEH BAERERIRGL - a1 EHE ?
A mRNARYEESEMETY] (alternative splicing ) & 52284 1B HY— 4R &5
B.BEZ€8 (point mutation ) N EEHEE HE —4REGRENE
C.B-#8f (B-sheet) Hilo-iZ)iE (o-helix) {EFEH'E4EEIH FEBN =445
D e I nRE DL —FE DL R A TUARAERSFAE
75. THIAE RN (disulfide bond ) HYRCIL » Al HHEER ?
A FHifER%E (methionine ) (HISEAYAT - 1] 2 B1EE IR ST/ BK
B. & & AV e e R R E N 3R
C.ELE TRy S AT I hn H A4S R RV ER & 1
D. iR AER (disulfide isomerase ) W[ BIE HE fAE
76.LANaOH5R i E & A H g (glycine) HYAR » FEpH= 1205 » SERGREE IR - HEISH ARG £ (L85
fa ?
A.NH,"—CH,—COOH
B.NH,—CH,—COO"
C.NH,—CH,"—CO00
D.NH,"—CH,—COO"
77— ZMREREZE - BAEMAN (pernicious anemia) - FETiA FIE S S @HE AU KEEEL R
i o RE LA RAVRHE - YRR TERE 2



A MEAFASHEBE » TREEHS RN ELRE
B.tEE A S H — A A SN
C.lta R T T
D/ NGEER AR S o — TS G E N (LA 2RI
78 4L 1MEkA X Z (erythropoietin; EPO ) HY{EF1%HZE 4 FJAK-STAT (Janus kinase-signal transducers and
activators of transcription ) Z4% o IR TEHE ?
A EPOZHG RIAKE H'E
B.EPOELZEGAE &% » ZHG R HE G I AKRBEEE (L
C.EPOELZRSEE &% » A H'E G STATRHENL (L
D.EPOBLZEGEE S TP R complex &R AMAEIXIN » a2 E AR
79 NFEERDNASE T pHACE R T+ TR 37 CHIEAFI95CI - YR rl £ 555 ©
AUV 260 nmiJ5 G RERE
B .N-fi# 34{H# (N-glycosidic bond ) 4B 5
C. e ettt i#hd (unwinds)
D .DNAR & H 7K ) DB 2R
80 A DNA BLEFZE T - Fy (o] FFZRNAS[F (primer) ?
A FEHEDNAZE & B RS HERT 75 S0 3 - U i i B
B .F2BEDNAZ & B & i S FEFT R 22 31 F% (OH)
C.IRIEDNAZ &R & RS HERT 7 220 51 FE: (OH)
D FEHEDNATE & B & RS T8 AT 35 B0 5 - i ke 55
8 1. 1E NJFAHRE g — PR S A 5B E Y5 RE (replication origin) ?
A.l
B.2
C3
D.>3
82. NI AR EZ4NAIRas & 1 /E 2 Ut » i &$8aR ?
A FERZEEBR R BB
B.Rasf H'E B A% G4 & 2 AR
C RasZE HEF A HNIRE ABULAEE (farmesyl) 2 BREALE &
D.f&#fiRasEE H'E 2 EER: (famesyl) 2 BEREAEMGEAIIEEIEE (cholesterol ) HY &R FHIE—RI5EY)
83. THIIH—FERNAZ &M (RNA polymerase ) ¥fo-amanitingz B} ?
A .RNA polymerase I
B.RNA polymerase 11
C.RNA polymerase IIT
D .reverse transcriptase
84 A HEENY)H - H T HIHERE 2 A 1SS rRNABURNA ?
A RNA polymerase I



B.RNA polymerase 11
C.RNA polymerase I1I
D.ribosomal RNase
5. GRS, (hyaluronic acid) 2 NAGEERZIIEEZEE - HooT4HE A TYIMofEEHE AL ?
A .galactoseF[IN-acetylgalactosamine
B.glucoseflIfructose
C.D-glucuronic acidf{IN-acetylglucosamine
D.D-glucuronic acidfIN-acetylgalactosamine
86. ARARE % (insulin) Z{EH] » THIfe & 1ERHE ?
A HI#|phosphodiesterase; 54 » i c AMPHHE A 5l AMP
B/ HT4lRfE > fructose-2,6-bisphosphate it i
C.HNfHIFF4HRE 2 Bl (glycolysis)
DR i ois AR A4
87. NHIEEE S EY G B E T HIMALEH (hemoglobin) HYHHFIS] ?
A.1,3-bisphosphoglycerate
B.2,3-bisphosphoglycerate
C.fructose 1,6-bisphosphate
D.fructose 2,6-bisphosphate
88. T E AL 2 E S @i E (L (substrate-level phosphorylation) ELf#2&KATP (E(GTP) ?
A .2-phosphoglycerate
B.phosphoenolpyruvate
C.succinyl-CoA
D.1, 3-bisphosphoglycerate
89. & Btk AE AN B 4L aH B-oxidation % » i A=A =hikEE V)& DU =0 B B AEERETEER (citric acid
cycle) ?
A.o-ketoglutarate
B.succinyl-CoA
C.oxaloacetate
D.propionyl-CoA
90.fEfEEEE (glycoproteins ) H » "NFI{al4H Akl H HF 2 Bk B AR 'S IHE SRV R ?
AHIERE ~ #R2 B4 % 8 (Gly, Thr & Ser)
B RPIAHERE - #REIEFI44 % (Asn, Thr & Ser)
C 2l ~ A2 BB Z L (Gln, Ser & Tyr)
D . BEREE ~ dHS R A%k % (Lys, His & Glu)
o1, FHUBM MBS (glycophorin) AL » fiI&5ss 2
A CE4LMmERAERE Fry—fEfEiR ZEEE 'S (integral membrane protein )
B.EEMEEPEZ E O E ZYHEH (cytoplasmic face ) HURZEIRTEA

S



C.e&F (a3 FR IR A BRI | BRI AR 2R BRI e
D.IMAMEEH B A RAE NHABOM A

92. THIATE B g NEAE NG 2o 22 L b R IR P A 2
A (EHEEMETESER (facilitated diffusion )
B. BT e g (antiport )

C gL [ 788m (symport )
D.#Igk F 8 {EH (primary active transport )

93.frEEL R (glucogenic) FEAkRE nfERFZR(EH] T EL A5 R 7 (R 1EER (TCA cycle) HYHfEEY) - TAIMH
Fph ?

A BRREEE (
B.4H/#E (histidine ) — BRIAFEALEEFA (succinyl-CoA )
C. KAXH7l% (aspartate)) —EJiiE /% (oxaloacetate )
D.EgElE (tyrosine) — [T k% —F% (fumarate )
94 F R EA KREEQE AR D &R IEY) - RIS g HIR N5k 2
ARBHHIRZ G EGHEER D
B. i g 2K EAN
C.MmKREaRE (ketone bodies) HYZ & & KIET =
D . fi AT REEE s 5 (metabolic alkalosis )
95. THIKI SRS B+ R s rh - H0—fel 25 2 Bl o (IR B A (R S B S 2

A .cytochrome oxidase

glutamate ) —o-ffi: ¢ —fif (a-ketoglutarate )

B.succinate dehydrogenase
C.ubiquinone:cytochrome ¢ oxidoreductase
D.NADH dehydrogenase
96. T 511 A 11 i 525 LAphospholipase C2 #1 » fa[E $555% ©
A . HZ'E E-phosphatidylinositol 4,5-bisphosphate
B.fE{bEY)~ —Ediacylglycerol » T];F{Eprotein kinase C
C.HG proteini#i&h ~ ZesArE b
D.##{bEY)Z —/Zinositol trisphosphate - =]k VAR E A #58fET-RE
97 ARAlE R EMZE-ZREAY) (glucocorticoid-receptor complex ) FZEMESRAVEGL » THIAE SR ?
A FFEREHEE AT (transcription factor) & » HEMHNHIENFRIA
B.HER-Z R SV AL
C.&GEEMATHRERIIDNARFY EAREIZE S EALA (hormone responsive gene ) FY#E
D . 2Re A HAIDNASE & &, ( DNA-binding domain) - B Z4E & &S (hormone binding domain ) “N[&]
08. 7o EE R Ze8 JRasE 4 (Ras mutant) FF4E)E(L (constitutive activation ) HYF R ?
A HIEBLGDPEE S HYHRAT
B.~%GTPase-activating proteins ( GAP ) HYZFIH
C. R4 2 BG BB R4S S RE D



DB AR 2 3G BLGEE 1 AY4E & RE
997 17 AJFiHgenomic library f~ AJREFE & N HIHL—FEAA L ?
A .DNA ligase
B.bacteriophage lambda
C.reverse transcriptase
D .restriction enzymes
100. ¥ eI & F1 F restriction fragment length polymorphism ( RFLP ) 4347 ?
A DNAF54#7%E (DNA fingerprinting )
B ERAAR 2 FE AL
C. nIREE [ERA I A ZE i B EE
D.Z77.cDNA library



