107& %= b3 4 Fhro- gt 7 FEEF LAY
FE s %&:g: e B B S %&'g:v:écé,j-ga: NELELDES 3 T y%\;,;‘; TR B rE SR
PP R 1078 B RF A A Y R

i 5o 0 3308

B FER%RET

PP FEL T RRTFOAEAERE (s RFLAT)

SRR ) R gL

AR E RIS Ry B — I AR S T P B — (SR B IS - HIREE S AR TR
MOEE ¢ AU T
1. BB ISR ZIRE - YA SRR o DA S 0 SR s 2

A.160, —

B.0.65

C.160,70.17

D.Apo 40
2. NFIMefE S IEAR & NIRRT T = 2

A 40fEY85 - 1065 H$%

B.40f548% - 12.5f% H %

C.40f5Y)85% » 155 H %

D.40f5Y85 » 2065 H %
3.JRiEpH 6.5 » [LEE1.020 H & a5l R FE - (HEgRE e B B RIALMEK - KA AR T ?

AL TpR

B.IM&LZFR

C. R &AgEEBE Ll 4

D.AALZE R
4 FEERKEE  RIRR RS 5 23 NI fEEa e 2

A S

Bk

C.%k=

DR NG
5.FERERIEHR (prerenal proteinuria) AR - {7 1ERE ? OF ZEEHESKEHERKE OFHZST&

BNNER OFERAEH ORGERNSEANGEAR ORLZEA NG RERIL

AEOD

B.I£@®

C.00®

D.O®®
6. 590 A LI TE - B AL Z B NE TR U R - HPRDUE FTHIR A & S irE AR 2 BIVE R4

B BLRERERLA NYIEE 2

A M&TE

B. M4 %

C.m#a

D.&&



7. IR Gy S BRI 2 e 2
ATERIF & Z RR
B.AKE
C.EIEECRYE
D. R &H EER R A
8. AR R4 A bR 1 EREERE ok - T ERE ?
AFRIBAGUEFTEIRE T - BRI R ETH H
B.[5 M 4E FACTR A B % > 100000/mL
C. A EkESHE AT ELEhrlichz:{7 5 g
D&M THMERR - e EHE
O. TFIMalfHPR IR k.7 BB i v < s i i A R AR 7
A.bilirubin
B.leukocyte esterase
C.protein
D.nitrite
10 FEFrEME PR SE A Bt 22 SRR AU AR R 2 P50 - RIS aTRESs 2R Tl 2
A BRI R G 0
B R B/ VE PR S A A E SRR T ek
C.IEaE iEny A AR IR e Bl 2 51
D.fa e AR ARV PR Bt 2 P2 1R
11 BB SIRIEREAFRR L E 2 Lhl » T HIMer & a2
AAR—TE » BEGPIZKOTIRRET E
B.RIEMNERNRE
C.RIBE/NAEE
D. /& E
12 NHHafE R i R s B — KRR A AT RE (R B RSB RIRE R 2
AJREEE 2 RIS &
B.EEWIHZ NSRRI R
C.Z#MEREH
D.BERf 3k 3 2 notf BR T
13 ARAFEEB SRR - Ny {# IERE ?
A.10 g (FHHE1L mLIK @ EAERER
B.FIMI e vms#E (hemosiderin) BABEE(LAIEN:
C.Ht# ke (benzidine) AN T8 72 B a T8
D.guaiacs{ AR A BURL - B2 RE (benzidine ) SUAIRTAUA
14 ARHFLERSHG (steatorrhea) WK ER (breath test) fyJFH Ryfa] ?
A AT VERERL % ) 7E HAE R G e A B U T — A bk
B AR MERGRL L% - HIGE HHS RS Qa2 A2 B M
C.RARS M =R H B2 - HE t ARSI G 2 A= AU 1 — E bk
D AR M =B H Bz - HIE RSB (AR AV U M H Ol



15.Gmeling:5z >~ B Y Ryl 2 EERY NI 2
AIE4T 2 (bilirubin)
B.3EfEZ (stercobilin)
C.FRiEZJ5E (urobilinogen )
D.FREZ (urobilin)
16 ARERER AU - TFI el & $hER ?
A FEEFIRENR - TR R
BRI ERZEGIRIE » FIRE A4 AR50
C.4xtupR - AIRE/E4kIRIFE (Pseudomonas aeruginosa) a7t
D.IEERR i - F HED SR SCREERRS (bronchial cast)
17 PR AR AR - AT PRI DR = 2B I 2
A.20% NaOH
B.1N HCI
C.KHE R
D.i%# 1-# (Prussian blue)
18 ARHRRALMBR Z AL » FHIfel & ftiaR 2
AREHBINEERK
B. A& HERRE » B B i BR
C.EVR4HAEREFFIEALMEK - 1 HER Al o s A B
D. &M LEEIER - MBS i i - RORIRRS TTRE 24T 6
19. 08B RERF - THIEESE - AHRANZ > DU S 4HAE 2
A FZER
B.fREEER
C. B4Rt
D.rgH M Bk
20. MIfaEA 2 i pxanthochromiaffy R 2= 7
A EEE ARIIEALE
BB S A i BT AL I ER 2 i
C.eaM e & MmiE
D. Bk
21 BRI (peritoneal fluid) Z Rt - TFHIfaE§EER 2
AMEBRFE L (peritoneal lavage ) - ZAfIHAlES (blunt trauma) AYEIET A
B.EMEKEH » 15 /NA500 cells/ulL
C.&EZMERERE SR (tubercular peritonitis ) 7 A R Lo+
D. i HICEAGTE R DA IR 5 17 5 o e fie e
22 ‘AR (pleural fluid) BYRCAL - 5 {aE#EER ?
A IEFE ALY f1~15 mL
B.IEE/NBERECEE - N
C . MufEfs/KAME B R E/ D45 mo/dL » Forith R IR (exudate) - 47 & 5L
D.FR R A M EEZS K2 50% » ARG K[t (hemothorax) - (RISMES [#E



23 B Rivaltastbaysl - e ghas ?
A R K BE
B.JE By SATHIREGE R
C.HhiErEEHR
DR - HIE Rl e

24 MY AR CER SR N A SR ST A R E T ?
A Bt
B. & Ek
C.1tts
D.f&H/INE

25. THIRARIEH RAENR 2 Sk 0 JRAYRCL - ol 1w ?
AE/VE  BEEEHE
B.&fi/ &8 E 0 HAE
C.ak&E gk
D.&K&  [HAE5

26 MR AT S B R E B MR A L0 (E &R, - JEINEC T3 2
ATEER
B. LAga ekt e A 2
C.LURETIERE A S is HIfC (B
(DRt RPN

27 f I N5 - SRR & Rl iR B R 1 2
A.acid phosphatase
B.zinc
C.citric acid
D.glucose

28. MMl & SR R HIpH{E A8 ?

AT SERY M RS
B.&EEIHZE
C.aRENHIYVIRRRHAS
DR T4%

29 Hf NS EREMERSER (hCG) ZaBiBRELTTILEL » AR A EHE ?
ALK ETTEEBRE TV RS
B.BXE Lo BT AR R M =
C.oZEyT A bR Sy i AL
D.BXE T A B LMo BT il A1k

30. Tl Bl B RG S A B M R e 2
A BB N R BREER S H
B.EBRIMR NIRRT S
C.B Ra-fa 5 EH R E K
D.BHRKa-BE R EH R E T



31. NG R ieEas (Trichinella spiralis) 1% - 4fi&bE MR TEEREGE =S » (HEE TII—Eb s 528 bk E
RS 4 ?
A AT
B.ALA
CHs%
D. Aififig
325 —mkEMFAS 2 (meningoencephalitis) A » BUKHT G LR FUTAKIFIE/K - 1ESita IS B BRI - MY
FIEBRER THITHETRE ?
A EHR ML (Angiostrongylus cantonensis)
B.5 &% (Toxoplasma gondii)
C. 1B EEKE (Naegleria fowleri)
D.HEK %A T8 (Isospora belli)
33 AR H R - i A A RERGE T A 2
A.[ER T8 ( Cryptosporidium parvum )
B iz (Trichuris trichiura)
C.5 & (Toxoplasma gondii)
D.4&/ Ve (%5, (Hymenolepis diminuta)
34. MR- S k2 iE R ER (Trichomonas vaginalis) &R RS HED ?
AEEPRIE 7))
B. & EHIYIBR 3
C.IRiER &
D. ERIASEAR R
35. ARHRIZEFRE (Entamoeba histolytica) 777 (carriers) Z#uilt » THIfa[4 1EHE ?
ARGELGERIA
A RIS (cysts)
C.EHEEEIZEE (trophozoites)
D. M aH
36. B MM AT RE G AR IS B - & )15 (river blindness) ?
A.IEE 445% (Onchocerca volvulus)
B.EH(Fim4 S (Angiostrongylus cantonensis)
C.4Ef[%47&5% (Loaloa)
D. &7 4h2U5E &5 ( Sparganum mansonoides )
37. M 2 W R AR e T T E BT 7
A Hg7K
B.E®
C.FAEIR
D.JRi&
38.FHAIRIR " gitnsE SR ) B TR ARG T ERANE A
A SEIREFIALMEK - JEMIE R
B8R E R HIMER - [ EREAE b5



C.utaETdE - ERHEELGM
D.#iteE FIK A M - Bl E e Rl
39 ARt TR LSV E TR S - &R > 3T VE T IMURAR Ve - mTRE SRR Ry fl 2
D.ZERIANE i
40. M E /D iE TGram stain ?
A BEEIR
B.E®
C.fig7K
D.fE’
AL, THVRITETT A e AR ML E18G X-inactivation ?
A.Southern hybridization
B.SNP array
C.DNA sequencing
D.Methylation-specific PCR
42 B NRINEPTISERHIDNAZAR - DU TNYIEEE 2415 L - A B AL ?
A.Photoreactivation
B.Base excision repair
C.Double-strand break repair
D.Translesion synthesis
43 .DNAEELR; - 188X 1 (Replication fork) mifg &4 HI)E (Supercoiled ) 518 - QHAEH & B ARG LA
I RE
A.Primase
B.DNA polymerase
C.DNA helicase
D.Topoisomerase
A4 FHIRE S TSR (Transcription-mediated amplification, TMA ) FYR0E » {35 IEFE 2
AT RS R A L o5 i
B. &g Y FsDNA
C.ZEZT7 RNAZE &1 (Polymerase )
D. S FEVIR £ 55— S alE DUMEHIER 3R
A5. T F a7 74w ARl R R 58 2 R4S & 2
A.Chromatin immunoprecipitation
B.Yeast two-hybrid assay
C.Fluorescence in situ hybridization
D.cDNA microarray
46. YA (M single nucleotide polymorphism (SNP) #5747 & A 7S $C Bk S i 3T 2
A.PCR-RFLP



B.Single-strand conformation polymorphism
C.Heteroduplex mobility analysis
D.PCR-allele-specific oligonucleotide hybridization
A7 ARADYD2&EFF A EER ZHE - Ny RO R ?
A.D1/D2[& Zf71£18S-28S rRNA” internal transcribed spacer
B. B A E FEAVR 1%
C.HA1500 bp= s
D. i im b B4 B
48.E Haminoglycoside acetyltransferases = iV4llE & &~ 51{al fE &Y H frégs: ?
A.Tobramycin
B.Streptogramin
C.Chloramphenicol
D.Clarithromycin
49 .7 kHB-lactamasefE B FHYITHH > YR Al #HERR ©
A.Class Al ZE AL B Fyserine
B.Class C - DEEZE AN E Fyserine
C.Class B/Z2—f#&Emetalloenzyme
D.Class A~ B~ C ~ DIFRMEMTGERL (pl) Akl
50. MIMaffd sy T2l - il & AP ER o A B R n AU B AR M & T IR 2
A.ARMS
B.Gap-PCR
C.E =8k
D.DNAEFR
51.CBFB-MYH1 1 &R ARy ZE A R Ty e me iy ek 2
A.1(8; 21)
B.t(9; 11)
C.1(8; 14)
D.inv(16)
52 EHEA NS EN S e 2 - B acute myeloid leukemia (AML) FEREREEGRA B ZHTTH
%7
A.NPM mutation
B.CEBPA mutation
C.FLT3-ITD
D.inv(16)
53. MIMa[#E E&iERDEL (D-elution) MAYHIJRHDELR SR ?
A.G355S
B.v270G
C.K409K
D.Y330X

54, — AR A M TE 3 STRRDNA LK 8 i - IERIAEAKAIDNARIIAT (8 i - 4Karray comparative



genomic hybridizations3ffr & Hr — L BESHEE RANEDR - ZAOHEEEE a BN A i REs 4 Ty iRl

i ?

Red/Green ratio

A FZEHRfERE (Amplification )
B.E N4 (Deletion)
C.ZHiEfr (Translocation )
D AERNEIEH
55. My fEfERg Ak b i AN SRR  f i & Hlprotein truncation testiif Ry i HIHY 574 2
A.BRCAl
B.APC
C.ATM
D.RAS
56. 8% 7 (i AT T E RIS TRIEZRE - HATSRVR EEFYIB TR 5% H & SRR AT Ak 2
A.354
B.7=¢10
C.12:(16
D.18520
57 . ThalgIH HAIFEIL - ZRFE MR M (Clinical specificity) #YEER - T #&EHE ? (TP: true positive,
TN: true negative, FP: false positive, FN: false negative )
A.[TP/ (TP+FN) ]1x100
B.[FN/ (TP+FN) 1x100
C.[TN/ (TN+FP) 1x100
D.[FP/ (TN+FP) 1x100
58. A TR E R =R E] - Y EIERE ?
A GURIBC BB A B 1] DU [E]— ZE R T
B. G ra B A e < B ] DUE [E] —Z= T
C I =P CR S ] DAAE [F] —Z2 AT E T
D.PCRIZ JEEAGARIBC B4 ] DU [F] — 22 ] 1 T
59. M & RME R THET - &EZ HAEN D T080E?
A.Spoligotyping
B.Pulsed field gel electrophoresis ( PFGE )

dp 44

|

C.Random amplification of polymorphic DNA (RAPD)
D.Multilocus sequence typing (MLST)
60.7F Ty ARG ANV E BA & RS S 3R (Vancomycin) figEfs: 2
A.vanA
B.vanB
C.vanC



D.vanD
61.Methicillin Z JiZEMEE 5t f & 5K (MRSA) 1Y T A AR R By fef 2
A.mecA
B.ermB
C.gyrA
D.vanA
62. TFI e EE T A S & B 3 IR O E BV NEARESIE & (mini-pool) 1= - Eite A\ il = i A
BAYT-Jp3 5 RN < 22 B B LU op i (27 2

AR BT EES

B.7577 SR

C. 8k /M B B b 5l
=EEREF

63. T B AFERZEEFEYIHZ E (Nucleic acid sequence-based amplification, NASBA ) ##:Hl i ## th CHI T
XIE (HCV) Wkl - oI sEas ?

33,

28 4

23 4

RO ERIE

0 8 15 23 30 38 45 53 60 68 75 83
g

A HTEE (real-time ) fg s )
B. AU 5-E1E (molecular beacon) fafll i 7E)
C.OmBNHREERS
D.® Ry IR il
64 FIH T ielg T A TRE I EEE A ERR - AR & #5353 ?
A1 RS T AV S (short tandem repeats) - m I HIER L Cafe v H
BB 2157 HL tafG B — (5 B MV R E R I ARG oo Afr - BT BA S
C. 8L Hfluorescence in situ hybridization (FISH) f&lE >~
D. A BAE Sk hlTE H BT EE A
65. 228 B[R R I T35 1) L i SO e e A i /ol e 5 B = JiE AR R » FLS R AR RIS B 1 o Rl AR
A MR HAARNE SRR T E R R EEN T TielsTk ?
AR E BRI E — [REE R R E £ (PCR-RFLP)
B.fAEpy|EEEME (ISSR, inter simple sequence repeat ) HAlExA
C. &l e — SR8k (DGGE)
D. HiiE (i JE (single base extension) —EYIE KT



66.Irinotecans H Aills B B GF B ABFREEY) - BES D2~ FEI=T0R AP &5 EaIUEEIER - T
5l IrinotecanfE G P Z FAl > {77 0 7
A BUHEEE — RUR B RIS 2478 £ TP-38
B.Irinotecans® A BSRGE (1% - 4 HASE BP0 (topoisomerase |) fIIRIFIHYE 4
C.UGT1A1 (UDP glucuronosyl transferase family 1 member A1) E52 28 @451 (F F i B8 LAY L X
D41 Mk EHK N EH RETE-Z —
67.Warfarin2 > FEF Y a R LM E BN < & E 2 B0T4EY) - H 3 ZAVRIER Ryt E & B fHE -
THEFEA R E Warfariniz (R B A ZE ?
A.CYP2COZ LR % R
B.VKORC1 7 FA % R4
C.ERCCLANHIE AL 2RI
D . EH A BEGE
68.FH N H MmERGUFE (Human Leukocyte Antigen, HLA ) FYRHRBHRCAL > 511 ] & A 2
AHLASTFE AR NS E BRATHE. <~ 4R
B.Carbamazepines 5y 525 LA AR E (A EF BT HLA-B*580 1 F (i B A R (i T
C.H]LLHSSP-PCR (sequence specific primer-PCR) fgHIHLAZE {17 FERI Y
D.HLAZAL ZL A RIS o (S R A (EE 1 - NI B A Ry 1%
69. NI TE B BRi (i RE A IRr SIS AR ( Sequence-specific oligonucleotide strip) fEIHLASAY
ERSERIE (Resolution) ?
A NS AR FRYEEET (Probe) #iH
B. st sEtEe A AR5 [ (Primer) #H
C.[RAR S ESR ER P & A B SUR
D .3 IS PR A B R
70.AHEEL TRIf% - BRT A — s e fe SRR RCHh - BT (IR A2 E(E 7
A FIERAGDNATT T
B.YZ#:E#ESTR markers 4t
C.XZ+ta#8STR markers73#t
D.minisatellite47 47
71 i P KRASEL RS SR 51 ok R s B DN e e [Rls 53 A2 H A TRl 2
A.c-myc
B.l-myc
C.n-myc
D.TP53
72 AREIR T HYFEERE (cell-free) #ZRERRREAINHY T T IRERHVRCL - T &5 ?
A.ARNAZE Z e[ - HATILIDNAS L
B. AR TR TS RIS 4H4 - ATEURIFRIDIERIIRER A
C.JERZEEHIDNAR A K EIEFEHIDNA » Nitiaiaey A A RSB EUE
D. "I DU S I B0 i CLRE T THUS A PRI 4H 4 2%
73.Cyclin E-CDK2/Z 524 it A 7 — 5 2
A.G1 ]



B.G1 it
C.si
D.G2/M

74 EGFRIEIISE FLRH i MSUSEYT L3752 ey - T 3I7{Hexoniydeletion 2%

BET—?
A.18
B.19
C.20
D.21
75. DA SRR B AT AR - R T fEEGFRAERR B B AR A E 2
A.L858R
B.G719X
C.T790M
D.L861Q

764 FIF 2 P 2 MR RERIPML-RARA > 55 T » Rl 7 B i

A.Cytogenetics
B.FISH
C.Southern blot
D.Real-time PCR

77. TR Finbaaiahs - fEieiRElE sERig - BIRE
A B EFE A ERiaE
SRSV RS
C.E R s
D. = Bt taie

78. EN TR HIRNAZE R R O Z R - A& ghaR 2
A RNASEL% » ] A 2B/ fe it Rz AE-70°C B RO
B.RNAT{#{F{FPBS ( phosphate buffered saline)
C.RNATgGHS &% 5 55 7 VKR R
D.RNasef] DIfE-20°Cl4fERNA

il
N
D

& i HAYEGFRELA

= 7

79.BH FESCHERMT (hybrid capture technology ) gl ks 2 A FL %€ 3 (Human Papillomavirus,
HPV) ER4LHIHIEE BRIERE o] # g 2 ORNA/DNAGESSBEH ML F VRS B B RS il
@RNA/DNAGES B B4 g M NG 2 M SR R TR e ORI K L2l

@HPV DNABLFF SERNASREH RS QO RIEAEE#EE
ADODOOA®
B.O@B®O®®
C.oB@02®
D.OB®@O®
80. K L » A Ry M il s sH Ay Rl R 2 2
A FEEIRR (Target amplification )
B.3%E&t Ok (Probe amplification )



C.ER8EROK (Signal amplification )
D.®E5|FHrk (single primer amplification )



