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£ 714 (Genotype) MRNA # = % lacZ # 3.7 & ( Phenotype)

O F lacO" lacz” / lacO® lacZ” ( ) ( )
O Flacl lacZ' / lacl lacZ® ( ) ( )
=) FlacOlacZ / lacO’ lacZ” ( ) ( )
@ Flacl®lacZ” / lacl” lacZ* ( ) ( )
@ FlacP” lacZ” / lacP lacZ’ ( ) ( )
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1)AA : Aa:aa=0.25:050: 0.25
JAA : Aa:aa=0.36 : 0.55: 0.09
JAA : Aa:aa=0.49: 042 : 0.09
JAA : Aa:aa=0.64: 0.27 : 0.09
JAA : Aa:aa=0.29:0.42:0.29
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