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(1)0.0333 nL (30.333 nL ©3.33nL (D33.3nL
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(A)1/2N (B)3/2N ©5/2N (D)7/2N

D/ salt/chloroform #E{T DNA Z5HyFS » 4 salt & chloroform 2 ZHEEKEE OME » FASCI A E TEHE 2
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{15 TUPAC (International Union of Pure and Applied Chemistry ) codes 2 F s 5= » AEFI4RHS DNA 2
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BRI TIRGEER » 20t RS ATHG 2 SRR 2B FHRR R 2/ VIEE S D 3L ?

(4)99.9% (B399.99% ©99.999% (099.9999%
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(A)acid phosphotase Bp30 (C)spermine (D)phosphorylcholine
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AL FIHERE 2R 20 2
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T BRI R A Dl (iso-enzyme) ?

(A)Phosphoglucomutase ( PGM ) (B'Haptoglobin (Hp )

(©Transferrin ( Tf) (D'Group-specific component ( Gc )
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FECH AR - R OREED NYEERS ?
(A) 5% (B) fHEREiTT ©) AR (D) RE bR
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Fi N R PR 1T 48 R A R PR 52
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(A) BB 41 Rk e €0 08 R B 24T EEERS
O BEFAL) &Y HG e 8 ELRas (D) FH R 4 ek i e 5 5% R Y BELAR

#i4k DNA i Bl awtaahirtias ((HEVA NSRRI 2 g KRB 98 4 12 AE&sT) F > Fraf " FLL
HERFT R A A T & B R R R R AR EREL #5246

W FEIEFE (B FEFFHE OFEZFE (D HERDFE
DNA i histone FT4H [ 7 BRARTE 1S £y
(A)chromatin (B)centrosome (©Omesosome (Dnucleosome

RETY Y ZLEuiG 2 R0 - N Al TR 2

WIEELAEE (Non-recombining region ) %5 50%
(B'Minisatellite FYZE &R STR

OfEReZL e fglE (Pseudo-autosomal regions ) {7 AFEELHE A

DFRELT Ky 50 Mb
B G %8 3% S MERSS FTRE T 2. histamine 2 FH (T [ I BREBLESHY 2
(A)mast cells (Bneutrophils (©)B lymphocytes (DT lymphocytes

YA AE IR /E H Y monosomy FTEL ?

(AKlinefelter syndrome (B Down syndrome (© Turner syndrome (D)Jacobs syndrome



