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N el EEEFF( )

5—1 r,%g_ ﬁ( )( jrir'ﬂ )‘{ ;-%‘J; N ’7%&”1 yag%"; N r'BWtElﬁ—kbkiB&_F ;-S‘J; N 447»“’5%";
”%B% L Tk 4R Efr'*)

YEpERY L ) P FBE

SRR H S R B — R BRI TR I — (B EEE R E VA - IR EE - A TEt !
BOER ¢ ARSI E TR
LHERASZE (palatine process) HY4Ef&REH - THI{T & 55 2
A Zer IR R RS
B3 28 1) SR e T e A Y
COESPEE P B IEGHERF/ R S (nasal crest)
D- £ & o i A 38
2.8 % (nasal septum) ~BE S EHERE T Bl (perpendicular plate of ethmoid bone ) K FFI{a 4 FrH
[k ?
At (sphenoid bone )
B. %54 (maxilla)
C.z4& (vomer bone)

D.5545 (temporal bone)

3TN RHRHEAIHIBE - H 4L ATIEATHS 2 R Ry f] 2

A& (lacrimal bone)
B.&#& (ethmoid bone)
C.Ji2+= (palatine bone)

D.jte= (sphenoid bone)



ANTREATR > FHIRL SRR ?

AE R 2 AT
B.j@i k15 F&H (superior nasal concha)
Cfm7 2 B EFE4UR (lamina papyracea of ethmoid bone )
D.f 753 B ik 2¢ (uncinate process)
SEEE TIESREEEE IS EREET DU TS ThL B TFE—RALASEILE A 2
A-—HEH]L (digastric muscle)
B.zeze &AL (stylohyoid muscle)
C.zaEEHL (geniohyoid muscle )
D regEHl ( mylohyoid muscle)
ST ROAE FOEIERIL A - Sy RIS S N - T HIHEEEIE 2 S0 & dhaR 2
A-BILAEAETR B #ERTRE (temporal fascia) & 45 FBRZE P9I
B2 A5 F5IRZ€ (coronoid process) R4k
C.kfg 4L 5| NEEFA (temporal crest of mandible )
D328 o At B T S e o ()
TREIERIZHL (risorius muscle ) HIRAL - o[ #HER 2
AR AT 4%
B- ALK ) A R
CHLATR Ry Rk
D-H] DL o N2 B F B
8 TEREBALEBINY - B E G HAHRINLAZES | o AR pE R
AgeZe BRI E T EEEIE S
B ZREHLIEE T BRI
CoEE B AT BB E
D-figg E B L T RS

9.



ARE R T ZAoR - YRR i 2

AfETRA - IEREERZ (sphenomandibular ligament )
B RB 1 BEENAE (articular disc)
C.lERC @ ZEZe FEaR% (stylomandibular ligament)
D.jE 7D : =L (mandibular foramen)
107 R 5] ol o] 4 TEHE 2
A BB IR (mucous gland)
B \HUALE I K2 fisfi (sebaceous gland) 171E
C- B Ar s rhE S I 5% - Ch2o MR 2oy e i
D2y FEEL B TR > R ARk %
AR R AR e 2

AR 1R s AR



B R25% B Stensen's duct
C.jE 3% Abuccal fat pad
D.j# =45 Fsublingual gland
L2 TR F e R BT 2
A3BIRECE (cricoid cartilage )
B-Hk#E (thyroid cartilage)
C.@gf#E (epiglottic cartilage )
Dygik#E (arytenoid cartilage )
1375 fuf 16 J EBA FIE AR AT 35 2
AlE71Eik (ascending palatine artery )
B2 FEHR (submental artery)
C. F =&k (superior labial artery )
D.H##HHk (transverse facial artery )
144578 L 2AEIAK (maxillary artery ) BRI - R H1{a] %5 A IEHE 2
A2 E NSEENAR (internal carotid artery )
B.if A\ 2245 (pterygopalatine fossa) - #5404
CUEAR I (4 4C E IR/ ML (zygomaticofacial foramen ) 74T
DEATHE - L% - & BRIWEESH
IS EHRASHENAR (carotid artery ) HIRLAL - FFIfal E e N E ?
A I s RE B AR A sk A AR B0 o5 S R B B DAAN - K895 B 4N NEEIHR (external carotid
artery )
B-SNSEE AR A IR B REES - T DARE R HSSEENAR (cerebral carotid artery )
CEMFAESHEIK ZIHE Bk (brachiocephalic artery) BBk (innominate artery) f534%
DSE@INRAT AL » A AL RIS & 2 KDL E > 8D KSELUT
16 B R TESE S AFAR Y 3 R (B3R AIAE - (] s ©
ABRERAVEFARIL FHEAFAR (vortex veins) PN AMR FAFHR AR FAFAR
By (thoracic duct) J3 AZEFARA (left venous angle )
CoEkEE4s (right lymphatic duct) 3 A AR (right venous angle)
D-FHIRER FAFARA 275 A TEEFFIR (right brachiocephalic vein )
VRS a R s N SEEhHR (internal carotid artery ) fERSERAY AL 2
AKBSHETEIIR (anterior cerebral artery )
B KHSR#EhAR (middle cerebral artery)
CHR4EHATENAR (anterior choroid artery )
DK &4 Ehfk ( posterior cerebral artery )
18 IEHRER - BB ARAE IR [ > TORRET S 4ERAT NITERAIR o (118 57 HIIDE & A~ 6 IRAVETAR » 2R AR I
EFARERHR FEFAR - Hh4 ~ GIRAVEFARRE > Ky -

ABE1%EFAR (posterior ciliary vein)
B.



FEEF#Ik (long ciliary vein)
CEsEFHR (short ciliary vein)
D@ ikEFHR (vorticose vein)

19-BRE A PR RIME SR 2

AfETRA @ BEEILE (superficial temporal nerve )
BAZIRB © #E 4L (buccal nerve)
CHmRC : TeEftih4g (inferior alveolar nerve )
D.f@7<D : N ( medial pterygoid muscle )
20 = ey i B O ElFL (foramen ovale) ?
ABRF#H4X (ophthalmic nerve)
B.HE F##H4% (infraorbital nerve )
C. F#Husk (maxillary nerve )
D.Feg4% (mandibular nerve )
21 = W 2 BB G > &5 [RE T YA 2 R ©
A RERL2 1408 (posterior belly of the digastric muscle )
B2 f2iF FJl (levator veli palatini muscle )
CEf)l. (buccinator muscle )
D.sfl ( masseter muscle )
22 Rt |2 EKET (Gasserian ganglion) 2 R H I AL TR 2
A-BIE 14K (occulomotor nerve )
B.— WH4% (trigeminal nerve )
C-f Lk (facial nerve)
D.EHIF#H4% ( glossopharyngeal nerve )
23 RARES (root trunk) ZHEAL - T F ol 4 IERE ?
A B ETEER AT
B A SR 43 2 Bl 2 v SE R >



CAEFAERY N
D-Fiif A FIEany FAReS 8 B A ]
249 4 FEEEE g e 442 (Universal Numbering System) szt 5y N5I{a] & 2
A'l
B'A
C'lO
D.J
25 P B %4( 184508 (marginal ridge ) ?
A2{ > BT Ol R UM HE S I
B2 - FyIEE (I R a5
Cafifl > B0l > O] FEE R IS
DU » HAEHEGHE
265115 o8l L o A AR > ] 5 T 2
ATNEAIE PPIeELE E2EE A S RaEH
B BHSE AL B N SEE o R A 22 14
C FEERAL AR B EE SRS — AL R
D REEHY AL R ESEE oA — AL A s
2T N ER AL IR SRS » Ny IR 2
AFLIEPPIEE > AAIPTE » ARE > B—AAE > $SAAE
BALIEPPIE - AP > B2t > ARE > FE_AAE
CAEPPIEE > AP > B—AAE > SAMASE > ARE
D2 EHPTes » 5—FF8 > AMPTE > AR FA0E
285 E- &I (mixed dentition period ) A&{ABF4E R 2
A-6~7j55;§
B'8~9}§‘E
C.9~105%
D.11~125%
29 DR HI AL I S e 5 8 10 T e o A
A-HAE1%6(E H
B-15%61 H
C-255%6{H H
D-355%61lH H
SOfREEE MonsonfER R » 150E YA AT DAEH R 118 Ry 25/ DIk BR ] 2
A.4
B'6
C.8

D.lo
31.



HIERE— R &R ART - SR EAIRGE (lingual cusp) $HECHMATEE 2
AT TSRS 2 RARIE(RIBL 22 (buccal embrasure )
B. — (] ML 2 A S 22 (lingual embrasure )
C B N EE T > R L B 4
DRy 2 &% (occlusal fossa)
328 TF -t i/ N S0 ] 2
A FEETE P9
B NEHIE PP
C EHEE—/ N
DR —/ N
BRFNEEANRIEA A /g e (central fossa) ?
AT
Bz e
C20 0 JEMHIHE
D5 %
AN ] 3 Ry A TR MR (> T S/ NFIEE (premolar) 2
A RS —/ N
B FEEE /NIt
CTEE—/ N
DR EHEE /N
354 HFIRHA (cusp of Carabelli) & HHER AL S ¢ 2
AT TF RS — Rt R AL FEHEE s
BN FEEEE— « KA
CE S TS /N
D1 oF RS —/ N
6. Rl Rl s Fas R HIFRAE (accessory canals) HY{ELE ?
AR AR E BRI IR L/3E
BB AR BRI S0 13
CONAE TR Uk
Do SR E BT B S /3%
STRBIHR— R o 0 SR o X BE e e S o i 2
A FEEE— K
B F¥EE —KFItE
CTEE—KAE
DR EHEE KM
38R AL —FE I S AR B BRI AT M (mesial depression) 2
A FSEPPEE

B.



TEERER
C BB —/ N
D REEE— /N
S9N R A FES AT U i (AR B O 2 (i e oA 2
AT JEIHE
BT a5
C 3T (IR B
D-chofag
A0S R MRS (congenital missing) i S AENVERISA =% » DU AIEAZ 2
A ETEZE= KA
B -EE(AIFTES
CEERIP e
SRR WINE
41 SR IR S TEESE (cingulum ) i3 R 1 A1 2
AL
B'@'D
CIEE'j
D)%%
RLEERE > AR N ERER AL > TR 2
AT {HIIR 2 O HR S I B B
BIkzEfH (cusp angle) 2 #iifd
C A LB LR O BB (R A D) 4
D miFE (cingulum) 78 SRR By o 0o sions fi 2z 0ol
BB > W B TR R > Ty ks 2
A BRI ARSI
B. FEEREH) F R
C EEER N AR FAE R O
D RS R B AR R AT
A i A TR R AR YR E $aR 2
A EBER SIS O NYBE B
B TR AT B LSRN ER
C ARG AHE BER
DA e & Ay IE 5T
S TRFNAFEEREEE (syndrome) JhEAHALIELLAE (neural crest cell) J45 1 A SIBHE S, - MG pEH R &
BRE?
ABEEE(ERE (Down syndrome)

B.ja b T kSE#EE (fetal alcohol syndrome)
C.



B[R REMEIE(EEE (Treacher Collins syndrome )
D-Shfir{t& iR (Asperger syndrome )
403 B SUE PSS S (cervical fistula) #4257~ THIAIRE 2
AR
B R gHAL 28 il > AiTsk
CuE
D-FiiR AR &
A ERTR > 4R9RLAL BT (AR 4% s AR 2

2

A TF % (periodontal ligament )

B5 4ty (osteocyte )
C.zr#% (dental pulp)
D3 o AE 4HF (odontoblast )

ABANEIFTRARSE - IE 2 B AGIRAIREE (stellate reticulum ) A H—4R5RALE ?



A9 1145 fefl i A S AR, RS - (e s 2
A A RN
B et TANARSY S > W7 T (apoptosis) 4HE
C oy B B S
D-{1yE 1 TR R A E TR 5300
SORFIAERA A #iE (enamel tufts) Rk - fo] FiaR 2
ABT T SR A A S L
B MR - SRR A I T A (e 28 D e 3
C o] FETIR G H S R & 155
D- 1R S50 e o] R IR 2B 1 B ek
Sl.Granular layer of TomesEl NFI[{i[fE A (dentin) 5kE ?
AFRER A (root dentin)
BAERAF AV (intertubular dentin)
CERIAVE (interglobular dentin)
D7 FAE (mantle dentin)
S2. I ] R B IR . A A R AR 2
AR 44 (Sharpey's fiber)
Bt (#5EC 44 (von Korff's fiber )
Cs — IR 444 (type Il collagen fiber)
D55 AR H 484 (type VI collagen fiber)
S3NFIRA T HEG (pulp stone) AR » fal ¥R 2



A S BB A T BERERE LR
B S S AR
C-HIHEA (true pulp stone ) f& & EUEE F A B 41
D-fF#54 (false pulp stone) fH & EUH IS T A B 4HHE
S4ZMEERER (acute pulpitis ) Y588 FH A TR R 3% E K TEAE— (22 2 SR S Bfe 2 1N - IR s A BIZIAR
TRIEEPRIER - FERIEE MRS A E 4R T 77 (subodontoblastic area) HYUMER (capillary bed) -
HEEHE Ryl ?
Al~2 um
B.-4~8 um
C.12~16 ym
D.20~30 pm
SSRFIRHIA AB'E IR (cementogenesis) 2RI » {a] #§5R 2
ABIREE (bone morphogenetic proteins ) BE5 [“E 5 T4 (periodontal regeneration )
B-HJEkZE [ (bone morphogenetic proteins ) @it/ A& -1 K5 (IL-1 superfamily )
C.orahE B 1744 (enamel matrix derivative ) HJfi[}# 5 E4H4% 5 4E (regeneration of periodontal tissue )
D5 [ (bone sialoprotein) HJ{iE#E FfEEEBRYE AL (promote mineral formation on root surface )
S6. o A A TURE AR (nerve endings) Al £ % ?
AERREE R TY (free nerve endings )
B.EZ 2/ MEFAY (Ruffini's endings)
C.aEHIkHY (coiled endings)
Dyt R AY (spindle-like endings)
SITRNBIH—FE S @7 (periodontal ligament - PDL) fY4HAE - [FIF EA 4R (synthetic) EaIfzIg
(resorptive ) HYFEHM: ?
A-Z4H (osteocytes )
B4 4ERI4TFE (fibroblasts)
C.igs R B3 41H ( cementoblasts )
D5 4Hffl (osteoclasts)
S8 N FIAAE a1 B A HAE/Nig (desmosomes) ?
A Z240EE (melanocytes )
B2 41i (keratinocytes)
CEEFZE R 4R (Langerhans cells)
D-jhkE 4t (lymphocytes )
SO TR a] A B R B K AL RS A fE 8L 2
asiifiiak g
BAfides s
CuE AR A A
D& R R A K7 R R

60.



bRz #{#acanthosis fzacantholysis#s 4= 7+ R FIHINME4HRRE ?
AREE
Bjifiik g
C gt g
D-f{L/g
SLRGILHRE - iR B A I ER ?
ASE4IAY (serous cell)
B.4yr iR 4 ( striated duct cell )
C-HIL_F R74HHE (myoepithelial cell)
DZE7%4HA (mucous cell)
2. e LTI > T IE R AR AR AR (LA - (o] IERE 2
AE'E (parenchyma) R/
BB Rh4AH ki L
s Y oLl
D48 4R 48
63. i) % Bl - 1% e 74 8) ( posteruptive tooth movement ) riERE ?
A E R B AYEEE (to accommodate the growing jaws )
BpfEES S EE4E (to accommodate interproximal wear )
C.oh s a2 #8) (distal movement of tooth )
D.REH 48 >~ e & HEERE (to compensate for continued occlusal wear )
64 or e AR RE f > OF IR RIRBR 44 (collagen fiber) TREFMEFTERYE » [UEFE K B I AR A A LU AR
ik BERIIBRELERE T 2
A-d4 RE4IRE (fibroblasts )
B.E14HM (macrophages )
C.keEa4At (odontoclasts )
D5 4Hffl (osteoclasts )
65 "R} (e R A AL AE ML R SR IR 2
A-Medial pterygoid muscle
B-Lateral pterygoid muscle
C-Infrahyoid muscle
D.Suprahyoid muscle
66. N7 RERAESERAET (temporomandibular joint) BEETHE (articular disc) AU » fa]& IERE ?
AHZE 2 HRAGEE (articular capsule) {ENZE(HIZRL
B g RREEMEET AN > FRIRE » B GEsE
C.is4%-2 014 | (lateral pterygoid muscle ) i
D.- R 484 (collagen fiber) Eidg# 484k (elastic fiber) 4Hf%

O7 R B —FeR R A g F(EDNA ?
A.



adenine
B-uracil
C.guanine
D-thymine

68" g1 el FEEEY) & AR (e (protein kinase ) Ry TR B S AP R 4E 2

A.cetuximab ( Erbitux)
B.trastuzumab ( Herceptin)
C.paclitaxel ( Taxol)

D.imatinib mesylate ( Gleevec)

6911 DA N FEARRAE FHEEH/K Chydrophilic) R#ifE (hydrophobic) R PIE Fyfal 2
(Dphosphatidylethanolamine  @sphingomyelin  Bcerebroside @ganglioside (Gcholesteryl ester
AEOB®
B-EQ®
CEOOO®
D D@B®@G

TOAEI AT - DUl B A i e 345 /EF (gluconeogenesis ) B R 4 fE 2
A-acetyl-CoA
B-glycerol
Clactate
D-pyruvate

1.Citric acid cycleh H#EAGTP Y fEZ By -

A-succinate dehydrogenase
B-succinate thiokinase
C-malate dehydrogenase
D.isocitrate dehydrogenase

2 RGIaREYE B ARSI B A 1% - 2B T (apoptosis) KZE ?
AATP
B.cytochrome b
C.cytochrome ¢
D.succinate

731 [ fir =1 CEEE HE AL Y CH, (CH,) | ,COOHERFBANN - =5 bl s Mok i Tyt s
k7
A1 7 BsslEA (acetyl-CoA)

B. U A A (propionyl-CoA)
CoiglgiiigA ( palmitoyl-CoA )
D.Z Bit#lFA (acetyl-CoA) K NEREHAFA (propionyl-CoA)

T4 N DIETT AR N YA 2

A.



ascorbate
Blinoleate
C.glutamate
D folate
g BEBASEANEY% e NS AR NifiE(ERZE% (urea cycle) ~carbamoyl
phosphate synthetase | ?
Accitrulline
B.carbamoyl phosphate
C-N-acetylglutamate
D-cAMP
76 BRI DNA Y B HERY (coding strand ) FF¥1 55 -CGCTATAGCGTTT-3" » i friEiss: >~ RNAFEAI Byl 2
A5 TTTGCGAUAUCGC-3’
B.5-AAACGCUAUAGCG-3’
C.5".AAACGCTATAGCG-3"
D-5"-CGCUAUAGCGUUU-3’
T H%4RNA polymerase IFYCTD ( C-terminal domain ) #isilic (LS » &rifEfT -
Ajnitiation
B-elongation
C-termination
D.{=4Felongationfitermination 1]
78. | IE I 4BEDNA (mitochondrial DNA) £ 4%/ 2
A-1,650 base pairs
B.16,500 base pairs
C.165,000 base pairs
D-1,650,000 base pairs
R HIfafEE L » lactose operonfyFEF TS ?
ALZ{EIPTG (isopropyl-B-D-thiogalactoside )
B s R ICAMP
C.=mrrflactose » HCcAMP receptor protein (CRP) ##E(L
D. = fglucose
80 Bz RS (ribosome ) ATML{A# EHE ?
A B BE I 2 RS 15 80S - ] FEE o3 Ry K/ N 2 B A1
B A& 45y A (aminoacyl) ~ P (peptidyl) K&E (exit) sites » FLI4EStRNA
C. [ #ZEWIF7E aminoacyl-tRNAFEIA site4s & » A6 AP siteZ i peptide bond
D-actinomycin Du[ & BELZIEREAS & - HIFIFLEY 2 EEE AR



