106 3 - &0 Fpr 3o R 32 (% - AT ) ~ 7 FpmEr 4
BATEEE %w‘%i%%ﬁ‘%i&%ﬁ‘# TR EF S B
e RET PR~ QR AR~ 1068 e & TS5

i~ H o+ 1301

B CA fEFF( )

PREREFE (0D (PHRAFTE B RAETILE gy iy
RPP s HIRR L T )

'Jf—'é‘ﬂéﬂa& 2]5‘3"‘: EL%J);U

SRR H S R B — R BRI TR I — (B EEE R E VA - IR EE - A TEt !
XOER ¢ AU L E T
LNYIa & R B ThAE M 845 24 (limbic system) ?
AL (4 (amygdala)
B/ Ni&EsiR#% ( dentate nucleus of cerebellum)
C.)gHE] (hippocampus )
D ¥ (hypothalamus)
2EEBER% (locus coeruleus ) YHETTRERL 51 fal i piiss EEE 2
A &R 112 (serotonin)
B.Z Wil (acetylcholine)
C.IFE EREZ (norepinephrine )
D.2¢ g 2% (epinephrine)
S-nREEE (4T LA S R 2 A TR P 2
ARzst
B. -2
CTREE
D- i
ATRFI Al Uk - AT S DA AE 2
A-EANTEREHL (intrinsic transverse muscle)
B.ENEFEEHL (intrinsic vertical muscle)
C.z8 &L (genioglossus muscle )
D.-E&EHL (hyoglossus muscle)
S FE LK (nerve of pterygoid canal ) R
ASE AR > BTk a4
RIS TR AL BT AR A
CARE A E/INHIZE (lesser petrosal nerve ) 7 fHEK &4
Dfe [ A6 1148 (deep petrosal nerve ) =7 JHigk k4
SIEWRAE N2 E4% (costal margin) 2 FHIEA&E (rib) Frign ?
A3~4
B5~6



C.7~10
D.11~12
TR LEREAR EDR ARG > YA bR 2
AB /N R IVERAR ELRE R ARFPIA#A (hepatic portal vein) o
B sps 5k (superior mesenteric vein) BilfSEEAR (splenic vein) &&TERAFFI5EIR (hepatic portal
vein)
C.pe#efes NERfR (inferior mesenteric vein) FmEE AFEEFAR (splenic vein)
D-j5E (head of pancreas) HYAFARIM L AREFFAR (splenic vein) 1% FEE ARFFIA#Ak (hepatic portal vein)
8 HRHEEHIHF (inguinal ligament) (YR » FHIME &R 2
ASNIRIE AT T (anterior inferior iliac spine )
Byl A H0 B 4&ET (pubic tubercle )
C.HfE4 ML (external abdominal oblique muscle ) AYRERET Y
D REi%E (superficial inguinal ring) firjiAE: F 5
g7 AL (pelvic inlet) BHT A S5 K T 5% ?
Al (liac crest)
BHVEH: (pecten pubis)
C.pz45 i Nk (anterior inferior iliac spine )
D.Ak5iff (ischial spine)
10 RHHT R BRAIL A iy - BEE RS Ciliotibial tract) 2
ARl (iliacus) EfEKHL (psoas major)
B-REFRRETERL (tensor fasciae latae ) B4 KK (gluteus maximus )
CopEif (semimembranosus ) BLFRER) ( semitendinosus )
D.j —FEMIL (biceps femoris) ERLVUTER (quadriceps femoris)
LR FIfer 5 2B sk % % (posterior cord ) SZRECRAEFAIL (latissimus dorsi) #4357 2
A S HRE 4 (dorsal scapular nerve)
BN EHH T 1#4% (lower subscapular nerve)
C.Efg4% (long thoracic nerve)
D-Fi 214X (thoracodorsal nerve )
12 BERAER 2 ST MIEIS)7 (tibial collateral ligament) > "N {a] & i AT BE[RIRS 248 2
AfEE (patella)
B-fJeE (fibula)
C. N {HIRAERE ( medial meniscus )
D.yMHIREER#% (lateral meniscus )
B RFaE R @ 40ikES (corpus striatum) 2
A-BiR#% (caudate nucleus)

B4 (putamen)

\\\\\



D& ¥k (globus pallidus)
14 RESHI4 a8 f 8 (primary auditory cortex) Z{HAGHE » FHARE [HE ?
AR fHIEESRES ( medial geniculate body )
B. |-/ (superior colliculus)
C.41 )78 (trapezoid body )
D. FE&PEES (pulvinar of thalamus )
ISR i A A A RS (midbrain) 2
A F/NSHAIZE X (superior cerebellar peduncle decussation )
B.Z (substantia nigra)
C. A fHIFEREE ( medial geniculate body )
DR (inferior colliculus )
16 N5 far 5 pfidie (brainstem ) Er(HIEEH ?
A SR #%E (oculomotor nerve )
B.yNjEr#4% (abducens nerve )
Co 4% (trochlear nerve)
D.EI[1#4% (accessory nerve )
1R Hfa R~ 2 H%E# (ansa cervicalis) | ~ TR (superior and inferior roots ) A4y 7 ?
AfigEEEF (sternohyoid muscle)
B S EEHL (omohyoid muscle)
C.Ha & BRIl (sternothyroid muscle )
D k-E-EHL (thyrohyoid muscle )
185l o] L 5 55 FLSHHACHR (C5root) » HAESHE4CH 2R AbANL (middle scalene muscle) %2 LS
$ZHl (levator scapulae muscle ) ?
A JSHF_ 358 (suprascapular nerve)
BBy £ 4% (long thoracic nerve )
C.25 SR 4% (dorsal scapular nerve)
D.444= NH 4% (nerve to subclavius )
195 RAVE R A S B B A AIAAL - T faf 3 TERE 2
ABRBIAK (ophthalmic artery ) ZEE 24 (superior orbital fissure )
B.Er 14X (facial nerve) ZEif#< ¥ fl. ( stylomastoid foramen )
C.= wmgk &Y (maxillary division of trigeminal nerve ) ZEiEU[I[E|FL (foramen ovale)
D.mijE HoifE 148 (vestibulocochlear nerve ) ZEE%EEFARFL (jugular foramen)
20.% ) e e ZE AULMERSE (transverse pericardial sinus) - ARERIAS G A A &S 2 7l 2
A BHBIAREL T AR
B X BRI _-HEAFAR
C X IR BB
D-BiliAFAREL L ResRiR



2L R AR R o YAl i B 2
A BB
B Fii A
CrZRE
D-fifi#g)2% ( pulmonary ligament)
22 Rl A & R BIAR 2
AGEEFEIHRES (brachiocephalic trunk)
B.ufgEfHk (internal thoracic artery )
C-HLiEEIIR (musculophrenic artery )
Dy FEhfR (thoracic aorta)
2351 40k (superior mediastinum ) 1y - F&SE o) 2 R - TR FIMA] E TERE 2
AZ5IE RS (right reccurent laryngeal nerve ) 448758855580k (right brachiocephalic vein) [&) |
B7En R 1ifis% (left reccurent laryngeal nerve ) 2487455 TEIAR (left subclavian artery) [ |
CE g _FeEsARk (superior vena cava) FI4EAERIEE ( mediastinal part of parietal pleura) fif
D7 i &G Bk (descendig aorta) 1T
20 EH RS B S S E T ESNE o BRI AR R AR YR ©
AJE I = Bhfd
B (I8 F RN
S STE Uit
D {15 7S Bh
25. i e R R TS B SR FEASAR (inferior mesentery vein) BER#EFAR (splenic vein) & » FFIfA & &A 0]
RERIFEZE MY A ?
A =550k (left gastric vein)
B /=4EpEERHR (left colic vein)
C.-F4gssAR (left gastroepiploic vein)
D.jzetEmme (|eft renal vein)
26. R B A IR EEE AL (internal oblique muscle ) &7 2
ABERE #7538 (deep inguinal ring)
Bk Z AR (internal spermastic fascia )
C.prepatgs (lacunar ligament)
D& (conjoint tendon)
21510 AA%AR (pelvic diaphragm) (YAGIL » “FFIE] # R ©
ASNE ZBUR IR
B-firigrkz (perineum) AYTEED
CH$EATHL (levator ani muscle) FIEEE AL (coccygeus) FIHFHAFEAMRAY
D- Pk ferns AL - B EhHEH HE(E
28. x| (ol kit 2 & 21 (superficial perineal pouch ) FY_F 5 9



ASZAT AL (fascia of the levator ani muscle )
B.&rf&ps (perineal membrane )
Cox&fafp (superficial perineal fascia)
D.pkiamaep fhfE (fascia of the ischiocavernosus muscle )
29 RIEFS Bk (deep plantar artery) T HIA[F 7332 2
A-SHREIAR (arcuate artery)
B. 2 y#hfk (dorsalis pedis artery)
C.EEAHIEHE (medial plantar artery )
D. 2 ES/MHIEIHR (lateral plantar artery )
30451 LAY EVEEEHIE (radial tuberosity ) B KUEHfHIE (ulnar tuberosity) » 53 BIEABRIERALAEY 115
(insertion site ) ?
A-Fi &L —BEFL (biceps brachii) - %#FZEHL (brachialis)
B.pii &=L —FEAL (biceps brachii) - & & E8E=FEH (triceps brachii)
C.uig-20LpL (brachialis) » 1&&-28L=FEA/L (triceps brachii)
D.pi 2R iRl (flexor carpi radialis) » %E 2 R{AEIERHL (flexor carpi ulnaris)
SLEFED » ISR PRI ELA HERZE (spinous process of vertebra) RSMGHIML » 5 AT AE B HEG K R 51 5
Ho s ?
A SRR FEfR (suprascapular artery)
B.SFH @k (subscapular artery)
C.og @k (deep cervical artery)
D.gE%Ehfk (transverse cervical artery )
2R FIAl EAE R A T B Rt R
A-ZEREL (amnion)
B-ji# % (yolk sac)
Cig)4k4%E (primary chorionic villus )
D.E % (primitive streak )
BB THIERE S (ear) #H AU - &R
ASNHIE (external acoustic meatus) 5 EH 5 —¥HIE# (pharyngeal groove )
B-S5HE  Tak 55— ¥HARE (pharyngeal membrane ) HiH%E (pharyngeal pouch ) e [Ei2E4H 4%
(mesenchyme )
C.gh2 (tympanic cavity ) J5HZ—%HEE ( pharyngeal pouch)
D25 %1% (pharyngeal pouch) [a) FEL5E — ¥R 2 A HIAE (auditory tube ) fiFH A &IA
34T RARRAE (spleen) &5 2 RUl » fAITESER 2
A LB AR ('S %2F (dorsal mesogastrium) 7 fi]
B-JFE IR (foregut) WELE (endoderm)
CIRIA S 25 > AN S 2 el 2 A0
D it mes e



35 B B L 2R A R A4 (Purkinje fibers) By FFI{a &R LIRE 2
AL 4Rt (cardiac muscle cell)

B4 41HE (nerve cell)
C4l4ERF4IAE (fibroblast)
D.ix K740l ( endothelial cell)

S0 BB AL EARR AT R (brain vesicle) S¥ETHEIRZ BN - (&R 2
AfBHS (pons) —7&H& (rhombencephalon)
BN (cerebellum) —Hijfi& (prosencephalon)

CHir (thalamus) —Hif& (prosencephalon)

D.JEZ (tectum) —rhf§ (mesencephalon)

3T N PG HAE 2aith YA i Tk R S8 T Fveg 2
AR R4 (neuroblasts )

B thEC4ffff (lymphocytes )
C a2 RB4HA (fibrous astrocytes )

D ZzeihiC B 4HHf (oligodendrocytes )

SBAFLHERVIR th > NHIHL—fEE S 44ecE (fibrocartilage ) 747 - ifi#i RIS sSaralak 9 h 2
A-d4 RE4IRE (fibroblasts )
B2 44k (collagen fibers)
CHVE (matrix)
D.fa% (lacuna)
39Ty LUEAEABE B 4HHE (osteocytes ) HE{THIE ACHAMN i 2 (13E 2
Agzadge s (tight junction)
BzLi#i 4 (adhering junction)
C.Hufs/)\i (desmosome)
D.ffa#:4 (gap junction)
40-JREEECEE (Peyer's patch) EA F¥IMafERE ?
A B E B IR

o PRl R S 7Bl
C MRS

R RIS
D- Z AR 4R R S R s
ALNTIERAE REEARRE (parietal cells) BRI » o] 355 2

A BEREIA/IVE 245 (intracellular canaliculi) F1£%4%E (microvilli)
BRIFAEHEFT (cardiac region)

CHEMEHE N AR EIRE (HCD)

D-m]7rn el (HCI) FIAFEAF (intrinsic factor) - B Eh4EAEZB UL
2L RART R 48 - Tl SR ?

A FF4ifE R iREEE 1888 (lipoprotein complex) fEEESE N2 %Nl (dense-cored vesicle) J/RE



B-fF4AEAE 2 1848 (lipoprotein complex) HYREEE! /-l ENESERELE - BEEHEH 7 kN EEES
C-ULFERT > MURIBIEA BB - FFFTE/NEE55—& (zone 1 of liver acinus) AYAHRRESESEC HifeF4:
D134 K s (bile stasis) 185 HERVARAEE (A RFFTE/NEE55 =& (zone 3 of liver acinus )
AS RN S > AR AR S AR > AR S 2
AZEREVEGAE(E (cystic fibrosis) J&—FEAF S/ NZELFES A HE M - 18 MEH S0P B
B-fiistu EMEAHEE (alveolar macrophage ) o] I S i4Ei% A2 ( Mycobacterium tuberculosis )
C-LAR T (terminal bronchiole) = #%#972 MR 2k A MEH#5R (permanent enlargement ) &7 200 ifi
(emphysema)
D181 483 (chronic bronchitis ) 237 /& #&7E (bronchiectasis) B » #5307 b 7 &g LR RF I
Kz (stratified squamous epithelium)
A4 ] R AR B AT TR R4S R 2
A2 [-parzec ot (chromaffin cells)
By [B B4 (adrenocortical cells )
C.EI[EHRER T 41 (parathyroid chief cells)
D. EH kB E4HRE (thyroid follicular cells)
45-gl|%2 (epididymis) B LRz @RS |
AR TR 2 (pseudostratified columnar epithelium )
B g F_ K7 (stratified squamous epithelium )
C.-% gk &7 (stratified columnar epithelium )
D 7 (transitional epithelium )
ACBEHAILAEL (iris) AYRUIL - fAITESERR ©
AT R FAEER > 4842 (tunica fibrosa)
BIRER > Rl E K% (anterior & posterior chamber) 2 DU Fg fy 550
C-HT AT (B FLpupil ) &P HLIE F ]
D-giT R A T e TR e
AT FRRREE (adrenal medulla) AY4HAR - REEZ FHIH—HEAVRTSIMRRUE FARE 2
A-postganglionic sympathetic neuron
B.postganglionic parasympathetic neuron
C-preganglionic sympathetic neuron
D.preganglionic parasympathetic neuron
48. K5l freferred painfyguil » (& &aE ?
A-referred painfy&sAE - f i FUA IR RUE P B A B RS R 1) B A B4R T AR & & & Pk
BB BLff i 3 Sk i pireferred pain R & 3L il
CHeEER B FEAOEERENIHS - BIE—fEreferred pain
D15 FHE 25 Kreferred painifij s /e T4 57N B 7R
49 A A BRI AT R AR B I (R FH > STl (e e N S AD— (ERRAE Y S350 ©

A-salivary glands



B.adrenal glands
C.gastric glands
D.acini of pancreas
SO 51| e 5 B ARS8 K g — e P AR T B EiE{ A2 (planning and programming movements) ?
ANISEERIIANES (medial part)
B/ NESEERAYERES (lateral part )
Co N 1ED (vermis )
D./Ni&/NE (flocculonodular lobe )
SLA kSR (motor control) > NI A TEHE 2
A 21 E KRS Bl K7 T A8 T ] DA R AL 4
B o B T AR A RS (7 KRS £
CHEJEH (basal nuclei) (ha% T L& A& HIL A B8 FOIHIT 2 i A
D-EUi#% (basal nuclei) B/ & FEHEMRGETHEEIE (voluntary movement) HYHEITIZF
52 B2 2R AR T F A IR 2
A-middle ear
B-external auditory canal
C-tympanic membrane
D.inner ear
O3 ] 5 BAR A AR ER R (B - R AERE 2
A-trigeminal nerve
B-facial nerve
C.glossopharyngeal nerve
D.vagus nerve
S4E RS HIATRERIAI A4 (sarcoplasmic reticulum ) fi5 FY(afESZE8 (receptor) JE(LEF » RIRFAIAEAEAN A E5HET
R A E T BEh LA e 2
A-nicotinic receptor
B-muscarinic receptor
C.dihydropyridine receptor
D.ryanodine receptor
S5 %I/ REmyosin light-chain phosphatase > ThgE#l » o] EHE ?
AEpkmyosin light-chainfJiiEs (L > {E{ficross-bridge cycling#ifT
B3 pvmyosin light-chainiy 25541 > Hlfcross-bridge cycling#E1T
C'éﬁiCaz"éﬁ/E} » {EfsEcross-bridge cycling#E1T
PiCa? R 4HAE - Hiifcross-bridge cycling#fEf T
56.%Rvon Willebrand factor 2 £l » THI{] % fEaR ?
A B S A 4T AR
B & BEAZAENG » FIRIMMRAE &



CH B E bR
Do 3aze st ss /(AT (factor VIII)
ST Y BRI (aortic regurgitation) FY¥E A > IEEH A afEE (F KGR IEER GRS (circulatory
insufficiency ) AYEZEEE ?
AL EREA
B & %11
C = Rk B Ky BB
D.0 EFIgRAK (atrial natriuretic peptide ) 43 sk
S8 I B WIHEE T2 ~ MUREEFEE - B RS SRS —SB0TIRT - BRI R A A A B IR
B2 IE 2 MR 208 2
A2fg
B-afz
C-8f
D.16z
59350 EBE FIFLZER (papillary muscle) i Ef#Z: (chordae tendinae) <745 - & JREIERL N5 fA/fEE 52 2
A P s A RARL
B s i ae
C L MR OR AL
Dy B AR
60. \ BEHREL FH{olfE e - FTidpk > EIR P (respiratory quotient) £ ?
AMeEEHRKIEEYZ &Y
B{& & H s &Y
ClEEAEEAE AV
DR at/KIEEY) - Ell - EEEZ &Y
615 S R A AT (alveolus) BEATEMIME (alveolar capillary ) ik~ #EFTREECH (gas
exchange) I » ] F@EACRAEIM: (diffusion-limited) #8712 ? O—& L% (N,0) fEIEE AN @
ALk (CO,) FEIEF AN O—& ik (CO) FEEHABA @FFR (O,) HIEFABAN OFAR
(O,) tEffiZKAEE~E (pulmonary edema) £G4
AEDOO®
BEOQ®
CEQDG
D-£3®®
6221 (anemia) H£# - Hi4 2 (hemoglobin) JERE({E#E IFHE 2 50% » FLAMGIEH S LR RE - IEA
HEATIEFE AR (ventilation) FF » BLf@EEH AAEELEL » NHIAMLESEEEERIK ? OSSR FETEE( Py, )
ORI P E A M ZRE5th OENESTE OERGERBHSNERE
AE@O®@
BEOO®



CEQ®
D-E#®
O3 R a1 BRI 1 ESy 1 (motility) BifE72 (emptying) {ERIE54 ?
AFNEETRKIEEYZ &Y
B B fiEiR
Cift A+ —FEisN 2 S e B
D.5 iz (gastrin)
6444112 (serotonin) AYALL » N FI A% TEAE ?
A KISFIRG I 53 K2 R K[l 2 557 (subtype )
BIM LI S I EAY 2 B E1Y90%
C-HRkREEE (cystine) FTéAk
D. 33 EH 1y parietal cells FT533h
S RI G R RLEIIATIL - {8 2
A TR ETE B A B A SRR RS e S S A I A2 AR
B-ifFR#Z (antidiuretic hormone) wJ LR MESEPREHIPR ZMIEE 1 (urea transpoter; UT) FHIRIE IR
HHIPR &R
CRRZT &R ZiE#E S (9 (urea transpoter; UT) UT-AL1BIUT-A3(E iR K EYE
D28 1 B & ey H I PR TR AR

O8I I~ B/ IV S A B BRI A AR AT PR e At o e R 2
ATEFRILT » B ARBRI T A A 4 M PR R 38 A it/ N Bt/ NV
B. @ A —fE 4k T EhiE il (secondary active transport )
C& 88300 mg/dLLJ\J:EH » H A REAE R SR
D.— B B4R A S i B N A R A B S A& R (transport maximum of glucose )+ BT[4S
TEPRIR RS A

67 )7 E5ME (cortisol) g #EAN—RMmEREL H 3 MAT1E S8 2
AEfiEEER (eosinophils)
B-T4Hp (T cells)
CoMEER (lymphocytes )
D-2T 1%k (RBC)
©8. i i B Aty A i T 2 I — A A M ZE (1 (glucose transporter, GLUT ) & SR & s A 4HREA 2
AGLUT1
B.GLUT2
C.GLUT3
D.GLUT4
09 B o] K B A S R AE RN B AR AR 2
AT B 2 BN M ATRE & B VB TR
B 136 1A 5 2R R M A A S A A A R U P



C- 56 e -2 A B R RN M AR Y
D- 536 Ty1Fg 5 2 SRV M- A T P B R L
10N FIH—(ERRREFT 73 2 R 2 Rt 2

A& (stomach)
B.0JiE (heart)
C.pEfiE (pancreas)
D.&y [ f7E7 (adrenal cortex)
LN F S R A TR F RS E & (bone mass) KIS ?
A-growth hormone
B-testosterone
C.estrogen
D.cortisol
T2 IR AR, > RS > HEEEAERLI%H 2
Aq
B.5
C.14
D.og
3AF NN EEE (follicle) pvuEfZeh » AP EL ¥ cumulus oophorus ?
A-primary follicle
B-mature follicle
C-preantral follicle
D.early antral follicle

4B AT 2 B AR » TSR S R 6 B2 B ROIELL - MR ek

Ak
BK ca*Km
cv K
D-1/K
ISR —{IE R B N SRR £5280 nmEy 4RI 2
AZERRE (phenylalanine )
B KA Jiffr (asparagine)
C-fighH (tyrosine)
D-tfiicli (tryptophan)
6 RN EAE 2 = RS B B R By
A s (hydrogen bond)
B.N=F.F /7 (van der Waals interaction)
C.er < T {EFE (ionic interaction )
D.ggr5s (disulfide bond)

ERUE R A 2



T AL S ME &) (pyruvate dehydrogenase complex) &7 T 5Ll 2 BUH AR (L2 E 2
Athiamine pyrophosphate (TPP) ~ NAD' &34 (lipoic acid)
B-FAD - NAD* 2472 (biotin)
C.thiamine pyrophosphate (TPP) - FAD K #Q (coenzyme Q)
D-thiamine pyrophosphate (TPP) - NAD* & 4:#7Z (biotin)
8 fEEIRE R Y AR (vitamin) SRk RTEEY) ?

TO1EA ~ BRREARHIMANE SEREDNA » TR RIS HpgiRmErE (thymidine) HIELST 4375 T 16%E231% » RNHIL
AR EHEER ?
A AYTESHRRIERS (adenosine ) 445 E:DNALHEHT16%
B-AZIEEREIELE (cytosine ) 45 HDNAKHAL1I34%
C-B4HFAVEmELE (cytosine ) 495 E:DNAHRLAY31%
D HE AL B CLBAHE 75 v RS2 A SR R A= 77
80 HHL— (57T A o] REAS FHIZZIS[E]Z. (purine salvage ) #R{EFFIA 2
A-adenine
B-guanine
C-xanthine
D-hypoxanthine
8LAZT (3'-azido-2',3"-dideoxythymidine ) &R i A AERHIV-LR 5 2w - EREA R T #H 2
A f7iEs2 s (reverse transcriptase ) YR T 1475
B-DNAZX & M FHZY (DNA polymerase o) 55 MEATI(7
Cfi By 7543 (reverse transcriptase ) fE{EDNAS Y E F1075#4%45% (chain terminator)
D-RNase AJE AT
821 NJE4NAE+ > DNAKEES (DNA replication ) B2 DUfalfEYVE fy 4445 [T (primer) 2
ADNA
B-RNA
CEAE
DARES T
B3 RIGIRENIAIEIRSE T (lac operon) E&AR-FAMEHE (B-galactosidase) - #EV:HG (permease) - Z
B o0 (transacetylase ) H[A o FLAMEZIRAETHY LA —SPEEE] (1gene) - FHHCH FHI&HER
(a~c) ZIRE?

a. 2N 1 I Erigd e R/E1E
b. p-FHNEETER 0 E—#IXESE
c. EIEES 1 EFEY) A HIZEFLEERGE T (lac operon)

A.



a-l, b-11, c-ll

B.-a-1I, b-1ll, c-I
C.a-ll, b-1, -1l
D-a-ll, b-1, c-II

84.RecAZE E /ZSOSJE (SOS response) iy 1 ZHEFEA T~ » HAE IS Ry fi] 2
A B 52 (polymerase holoenzyme) 454 > Tl{#LexAflllEI T (repressor) fiEki4EE R (operator)
B[4t 5N (operator) & - E{FELexAfIH] T (repressor) Eii4i1- (operon) 43
C-[iLexAflI%IF (repressor) HFk#4fig (self-cleavage) - kR EEHELET (operon) HYfIIHIIEF
D-EiL exAflIF T (repressor) JEF4E S FHRMILEA (operator) I » R EIE(L T (activator) FYZIAE
85 B FUZ AR (B S R BAR B2 (initiation stage ) R4 AL ] & TEAE ©
A fMet-tRNA,MEU s (i F 7R 2 19 B A RITRGA (initiation) BILAE( (elongation) figEs
BiMet-tRNAMel%E & 1E80S 11 A #EHIPAIE (P site)
C.mRNA 5'I##Shine-Dalgarno sequence € Ei130S#%#E (30S ribosome ) H1Y16S rRNA 3'U#HD &
D44 T (initiation factor) IF1{E}EfMet-tRNAifMetééé\EAﬁzﬁ
86.1E4f - > B A (housekeeping genes) HYFEMEAE % - (H{EFIERNIFRIREARE - FHIfEH BFIEER
FRINFIR A £ 2
A S ENED SRR (BEFRRHERES R
B. X APk IIMRNAE — 2 - (HHERI R & 5
C B NARE T HRNAB S RRER) & 2
D. & RN FRIRAVRE 2 B [H 0 B S0 - R F-Fra i
8L NG RE R E AR & K SAA SR THEGEEA (gluconeogenesis)
ARG & 8§ (pyruvate dehydrogenase )
BB SLMERS Y EE-1 ( phosphofructokinase-1)
CHFlES L (glycogen synthase)
D.- %% E6- 1Ll (glucose 6-phosphatase )
88955 \Jr Lk e RF - RS AT g T LU fTgluconeogenesis » —f AT AR ZE s At - A EIfEY) B A s
Esglucose ?
Alactate
B-alanine
C.glycerol
D.ethanol
8938k % (hyaluronic acid ) 2RAFIERVAIEL . — » & NYI{AIREERE T (disaccharide unit) (&) 2
A.galactose K glucose
B.glucose &z N-acetylglucosamine
C.D-glucuronic acid & fructose

D.D-glucuronic acid 5z N-acetylglucosamine

0 RHIRR A JEE R 5 F 2 B8 (steroid hormone receptor) {EFIRIACHL - (A ##5aR 2



AZRkTEZEH (heat shock protein) &8sz f8 > HEIREGE S@AEE - IIFIZEE SN
BIEE RS R 2 RS B YRR 288
CEUEEIRZACHS (steroidal ligand ) 454 &8RS - BLEAR T (A il G
Dz pi 5 b5 & BIDNA_Fhormone response elements (HREs) 45& » BEIELNZFEIR
ILLERT B4R (plasma membrane) o > %Il fEfEE & SR (K 2
ABEfinTiAS (phosphatidylcholine )
B.4f34H5 (sphingolipids )
C. s (cardiolipin)
D= ( cholesterol)
92. 5 {a FEAT Pase & B 4E R FUEEN YIRS sh i KAV T2 6% (gradient)
P g TSR T WERRRR TG (Na™-K” ATPase)
B.4T inEkfamkTiEfGzs (anion transporter)
© TS T WIS (HT-KY ATPase)
D g7 = BiREBR TS (Ca?*ATPase)
B THIERHRZEE (urea cycle) AYRUIL - &R 2
A-TR 2GR - AR - T
BpR 2GRV EY) 2 — Ry ElR L% (oxaloacetate )
CPRZEERIN— 0 R FEF I AR BE T T » 53— 5y RO FE R AR rpief T
DAE ABE - FRE(EER TS SN Qi fyfR
04 i it iy T B R AS Ty M R AR (S R P E A= A& (glucose) ?
A-pentose phosphate pathway
B.urea cycle
C.oxidative phosphorylation
D.citric acid cycle
95— 4 Gl g A R BB ALRE 3 (lactic acidosis) - #— g T HIA AR @ % (pyruvate
dehydrogenase ) ff= - IR E ERE ?
ATEFSEGIRT » WERESHE(L BAL B (lactic acid) K ZF (ethanol)
BIESESEIR T - WERS IR 4R A8 L Fy ZBEHIEA (acetyl-CoA)
C AR IR G 2t = S AR AT
D e 2R 2 R
96 IIRA > AJELTAE A 2 B IS g4 (£ (substrate-level phosphorylation) B (L% (E (oxidative
phosphorylation) A{bE#E T2 1%L (compartments) 43Af @ o] & IERE ?
A B g R (L R GRS T T - S LB (LEARE et T
B E I e e {C A AR 1T R ERIR (LAE R RS TR 1T
C oz B I SR (L 1 43 B AR A AR et T - A EBRRE  bAT R AR A i T
D2 BT T s { LB A LR RE (L B AR SR A T T
I THIRAF 4R ERAE E (cyclin) 2 fulifal & #55 2



ALEAIRRE A T AE BB LRI R
B B LE A I LR R RN T
CHEEBLZIkZ (ubiquitin) &S
D8t E R LE A ERER (LA — D% (kinase )
98 HRAADP-1Z IR (ADP-ribosylation ) AYfEAiLAFEEN HERE MHAERAVRCL - 51 fa & EHE 2
A-GsHyFHRIZEE T (a subunit) » ZEELHZ (cholera toxin) HI{EEf
B.Gs_FHAIZ(EE T (a subunit) » “Zpertussin toxinfi &
C4HAERE <748 > ~Zpertussin toxinf I
D-BEHSEE ( phospholipase) ZZEEL#EZ (cholera toxin) HY{&Ef
9.0 EFISK (Atrial natriuretic factor: ANF) E:EEiBE R FHTAVACES (ligand) - HAZEE R Ry afEE 2
A — TR pEms p e R AR (receptor tyrosine kinase class I )
B.os R pams A NE (receptor tyrosine kinase class 1l )
C gt il & HEER{LEE (guanylyl cyclase) <Zf%
D. 7/ RIS FRRZEZH& (B-adrenergic receptor)
100 KBS HEE DNAYE L ( DNA replication ) HYDNAZS &AL & Mi§#H S E (polymerase chain reaction;
PCR) Y% 5 A Ryfar ?
AZFEEM: (thermal stability) 7
B-DNARLHR (template ) ({2472
CREFIZMSININE (3 exonuclease ) &tk
D.DNAE RAAEREMER &



