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BT - BSSEIRTRT ~ BhEERT - YEUAIRAT - BieE/GHET - Mo - BB ETE
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BRIt - B eban
FHE %18 © 25 TR uliER SRR (BEFERSE)
FEAIF © L/Nig 5 -
XOFE A FAE T ERS

1. BAGRER A LT IR B 71 {e) 5 el 2
A H R EE
B. H BRI B
C. IR E
DRENEHES
2 BREEEYERI - STUSRTEARET - LA Ty R ?
ALAR
B AT
CAE
DEERES
3. YA BRI UEM T 2 S (A hE 2
A BEHER I
B.FEVI R
C.24/NESFRTR
D. =PRI
4 FRAMATERAVECH » THI A R 2
AT PR SRR
B ALIMERAEME A7 I
CREEA = RELMmEK
DRI Ry 2 AL B BT fE
5 RGERACE M EE A 4R R R - WIRER N A 2
AR
B.IM&T 2R
C.HATZER
D.&EK
6. NI aRE (A M M S E R A4S R ?
A BB - IRIERIF BT
BMELLZE2ME - PRIEZEF T
C.MEALZEISME » FRIEZI ETT
D.HEALE 1M - FRIEZRIE NI
7 R EEREK 2 sodium nitroprusside 1= ZE F AR M AT 2
A.B-hydroxybutyric acid
B.acetone
C.acetoacetic acid
D.glycine
8. PRI A Rl 2 pH=9 » £ ATRESZE T FIEIE ?
AGZIBRS B 2R A
B.ZE &M 5
C.ZEE 5
DA N IRIE e HA SR
9. AR PR R PR R SR AR LR S K B4 A ZHCIE R T8 FLJFER Byfel 2
AR SR 2 RS TR R
B.H: G 4 A R CHITARIL
C.FzE i ZC U FBE M
D. Bl & 1 58 =2 (I R 1
10.FH R st AT E creatinineld » R HIALI T % IEHE ?
AtAkE A peroxidase
B.IEH FRIRZ M HIME FERZ (2 10 mg/dL



COREIHS » BRI ERIED
D.Tagametf[I &7 & (i Ml {EHE =
11 OREPRIUE Z i3 7 =Ry fl 2
ABH
B.ARIIEL
C.NNIfR R
D.ANNEEE
12 MR PR E PRR LR FEE » Moo e EaE R 2
AJKE
B. &
C. &L
D.EHE
13.APT test@&Kefr £ R F &Y IVOR & - Bb O BB IR T I11% NaOHE 228 (i
b Ht EERIAERT AL 2B R F Ryl ?
A RS SRR ITUROR B 4R A S
B.fdG HAYAE R 2R EH RER
CUHTAE 52 R FUBEARTITE
DHTAE e Ry 70 A RE S
14 F{FEREG DI ELEE (Loffler methylene blue) ¥ » W3S B o MEKAY TFIM[E 2
A AR
B.4HAE
C.4HAE%
D4R
15. B FEER B MRS - T &2 A 2w Bh4lmekEE % (reverse passive
hemagglutination) ?
A.HemeQuant
B.HemeSelect
C.APT
D.Hemoccult I
16. NHIferE i e BG4 AT R 2
AR R BURRY ~ KANR— ~ BE LR ES
B.AMAE 8T &A 4L Em B R
C.HLIRZEH
D. Ry 11 - AT
17. NYMAE RRERAVERYVE - SMNBEREESIR - & L#E (Prussian blue) 4 ?
A ETEES
B.Curschmann [ iz
C.Dittrich (Lt +
D.Charcot-Leyden4d &
18 BAREEIRHTAIFEEKE ( Cryptococcus neoformans ) HYRLAL » 41 {a] E$EE5 ?
A EK420~50 ym
B.AME B — I ZFRE T
C.AMNEIA ZER A
D. ATRER T 412k
19.f§% B 3 M BKET #1000~ 100001[ /L - 4HAE 3 SETECEZRIE Rk E Mk - FEERE R
<40 mg/dL - FA AT REE Y IMAIFE A 3R YR 2
AR RS RE 32
B 55 LR 3%
C. AL R HE SR
D. MBS 32
20 I F BRI AT IREUR - RS R T - WA mER B - AR N5 e e fHRR 2
A SR PR 5%
B. 53 MERE(LAE
Cm B MRS 32
D. &M H M
21 B EIR (pericardial fluid) it - I EEER 7



ATEER LR ALY f510~50 mL
B.oOL ISR - E (S O EIRRS RS hO
C.HUBEIEFIHIIEF foede 2 BUERA RoR s (0N A B e ]
D.RFEEAZ OEREK » 8 Ry EE RAEE OIS
22 Ha7KZ A e ) B R 0 i S g B 2 SR AR RE R IE L 2
A FLEER Sl
B.#i &M
(o {2
D.=BEH S
23. TR GRR AR K - SRS E SRR AR = FLEEMERER (pseudochylous
effusion) ?
AJFER MR R 32
B.AHEE LR R
C.MER
D.ZEHIAE
24, THRIEERCEMERE > FEERERTE T8 ?
A.Talcum
B.Lipid droplet
C.Starch
D.CPPD
25. NI Z BERTEI & A &/ D EHIWBC ?
A TR RHE 32
B. MU L RAER &
C.ERAGIR
D BURVRMERAEN 32
26. NHIEIE AN S BRI 2

A.Chlamydia trachomatis
B.Mycoplasma hominis
C.Ureaplasma urealyticum
D.Cryptococcus neoformans

27. MHIARHMBRE T Bt B aBE IR0 - (158 7
ABURALIRA TS R
BB R EEUR200%

C.ETENUAMATEE % T LI50000 » B EFULES AT S0 s
D.JR 400522
28 EANERIF - RERGEARELN /% VC?
A.4~8
B.15~20
C.22~25
D.30~37

29. NFITER 2 ARG s s 2

A NJERR#2 4 9.2 (human placental lactogen )
B.JafaIEIZ (placental inhibin)
CRMERUZERERUHZE (GnRH)

D NS EFERSZE (hCG)

30. TAIRBATA T 8 LRI B NS BRI EE (hCG) JREEM b Rk » ol E s ?
ASZIEINERG—R (HIFEIN6~12K1% ) » hCGE AL MIE Ftntt
B.1 22411 - hCGLIGE TR 258 7t
C.hCGHEIfL% T 2100,000 mIU/mMLAY i ik s
D.7r#2~4K1% > hCGREL{EIEE

31TRHAITE LI TAE - A B FF I 27 A S 09400k 4 #2858 R B 8 A i i IRl 2
A ZEfR4R 5 (Strongyloides stercoralis)

B.5 )i 455 (Trichostrongylus orientalis )
C.JfK 445 (Wuchereria bancrofti)
D. 28 A4 & ( Dracunculus medinensis)



32 A RHLEM4%a% (Loaloa) R ARGHIRCI - T M EHE ?
AJRELITIEE A fi%kas (microfilariae ) [ gk
B.fk&E N FRAIRAE R
C. ks A E AL NS TT
D. E R R T
33. M) BV AT Mg I 1 PRk B 254 (tropical pulmonary eosinophilia) i ? D
FIZ ORI Rk (microfilariae) O IgEZZE 1
AEOO
BED®
C.EQOO®
D.0O@®
34. NAIfEE SR LB PRIEAG (hyaluronidase) - FIfjR HAZ AZHAR ?
A KiG% T8 (Balantidium coli)
B. RHEMEKE ( Entamoeba coli)
C. A BEps & (Enteromonas hominis )
D.[&Hf+#5 ( Cryptosporidium parvum )
35. THIMa[E R E WK (lodamoeba btschlii) ZE#G (cyst) HYFRfEL ?
AF—KAIRFEE (glycogen vacuole )
B.ZEEE T [H ALY L 2
C.HMERZ
D.EEEE
36. T g T /A T %R 4%E (Onchocerca volvulus ) ER4YE2ET 2
A.Sabin-FeldmanZ i fgHl A
B.MazzottifIlA
C.Xenodiagnosisi & B £
D.Entero Testi5iEiR e %
37. NHIMAE AR BRI A MERE T EE A AR IR 2
AEHEEIK
B.{EsRE/K
C.i=REK
D.E1LEIK
38.Charcot-Leyden4f & il tEER 7Y T HI{a] # 2
A BT
B.ER
C.HEK
D&% BER
39. Mllfe[& 2 B H (myelin-basic protein) JRfE - BAZE{HE ?
AR
B.HEK
C.HERER
DR
A40.(E I IREI BT R - & HERIEIRAVEIHRE ?
A BRI
B4l
C. Al
D.2EfE
41.Conservative site-specific recombinases?y & N 5IH R AFE 2
A.Serine recombinases 1 threonine recombinases
B.Serine recombinases /1 tyrosine recombinases
C.Threonine recombinases #1 tyrosine recombinases
D.Threonine recombinases #[1 alanine recombinases
42.DNAZESE » {ETEERLC > T8 1 -
A.Transition
B.Transversion
C.Insertion
D.Deletion



43.FATSMRNARYEE IR A% (Processing and transport) > [NFIgaii a3 IE R ?

A MRNAE B4 E TR FERE &

B.Intron &A1 hnRNP4E & 25 FI 4R E 77 fi%

C.mMRNATJ4EH nuclear pore complexsiizty 7 =i 1% 5 4mpaE

D E4MHEZ N HIRNAK BT /32 T 58 2 F Y (Fully processed ) mRNA

44 1% spliceosomeffii{2%¢ 2 RNA splicingi##t2 - early (E) complexfi, & RNAEL NI {a[4 ?
A.U1 snRNP - branch-point-binding protein (BBP ) F1 U2 auxilliary factor (U2AF)
B.Serine arginine-rich (SR ) proteins 1 U2AF
C.Tri-snRNP (U4, U5, U6 snRNP complex )

D.SR proteins 1 hnRNP

45, T FIRHTADNABE K AR » fof & TEAE ?

ATEpH{E 8.0MVERIE H DNAS HH IS B E| & i
B.Agarose & (R #{# I DNABE K /&
C.DNAZE x—f DA B R £ - /KRR Ry %e
D.DNAZS B KRR B &8 %/ DA E

46. 5l electrophoretic mobility-shift assay (EMSA) By » o] Fian ©
A e HIDNABLE (B 145 &

B.DNA® DU 4R [E i 2502 I PARESD
C.FgHIHYDNAS T E4J1 F10 kb
D. & #E{T polyacrylamide gel &5k 53 H7
47. TFIEITEAHARE S (Histones ) BIDNARJES & EFARL ?
ALZEEHT (Unmodified )
B.FHE/E (Methylated )
C.Z M (Acetylated )
D.;2Z/E (Ubiquitinated )

48. T Al fE AT AAE AL i ¢ 4= microsatellite instability ?
A.Hepatoma
B.Pancreatic cancer
C.Colorectal cancer
D.Cervical cancer

49, TNHIMaITE & 7 AR 55 B B L TR RS S 7t 5k 2

A G N fES R (PCR chip)
B./1 & &k (Dielectrophoresis chip)
CIEHE A (Protein chip)

D.AERKEH (Gene chip)

50. BB ZI$E A RE: (Chemical cleavage of mismatch duplexes; CCM ) {5}l B — i kks
B [T e B ERENIIET Fy © OLMEEREERI S B mismatchiig B T8l @512 DNA
HLEHE DNAR &1 I E 95 CHEFE R 2£65°C O Apiperidine:fTH)E] @OF| & EARS [
& RPCREY)

AD@B®
B.2O@®
C.O0@®
D.H@D®

51. Wik E /- (Pyrosequencing ) 75 VUfERE 22k 5E RS IE - HIEFF B - OLuciferase @DNA
polymerase @Apyrase @Sulfurylase
AQDOD®
B.D@@D®
C.O@@D®
D.2@@D

52 [l E (Pyrosequencing) AREMEFIFY MHIME 2
A.HLAZ#T (HLA typing )

B.4ME 7% (Bacterial typing)
C.H Hst 5. (Copy number variant) FY453 47
D.RNAZER &SI 737
53. LUAfERT 4R 7712 (Melting curve analysis) {gsingle nucleotide polymorphism
(SNP) » THIF ] R ?



ARV P R B k2 BB T i B T B S R il o A R YA e 4R oA

B.E#RS (Probe) BAR{EMI 2 AN 5 FERC IR ELB IR & & ELFEACES (Mismatch ) J&fi#
Y

C. BN & i i 2 e 2 Ct (Threshold cycle ) Ehtafigih 4 58 & FIE S &4 SNP 2 f71E

D. IR RIS YBR-green IETT RIS &g 2S5 R E > JA R 4R 53 T fRt A E FITESNP
=l

54 PCRIZJER T FHIEL B 2
A.Hybridization
B.Annealing
C.Extension
D.Denaturation

55. T %I|REdj A reverse transcription PCREYALHE » {o] % TFHE ?

A TR RNAR 5% cDNATL FLETPCR

B.Reverse transcription PCR#E{TH f~g54%denaturation » H FE#EfTannealing K extension g
{EIFE B

C.BZ i I A MRS R 26 Y 1

D.Reverse transcription PCR#E{ THF RN FEDNAS [ 1

56. T FIfa] & f 25 5y i ki B4 &M (Microsatellite loss of heterozygosity ) ?
AR (Deletion)

B.ELAHE RS (Amplification)
C At ig# H ¥ L (Aneuploidy)
D.4Hffmt & (Fusion)

57 R4 E 16S-23S rRNA internal transcribed spacer (ITS) Y0 » F5I{a] & sEaq 2
AITSH 45750~ 2(f tRNA genes
B.ITSFFHIHGIE 7T LAfSE A28 A5 [+ (Universal primer )

C.ITSFHI&EEEL6S IRNAL » Kt &R
DTS A E & FrA I E

58 AR ttiE M methicillinfiZ% 55574 BKE (CA-MRSA) HYRCIL - THIMn[E$EE ?
A.CA-MRSAFZ [ SCCmec type IVELV & F
B. ELF{KLE#Panton-Valentine leukocidinfyzE 4=
C.{EHISCCmec-orfX junctions [T [ KAz Hl <5 e i A BR B S DB R A
D.ff FfInuczy, femBs5 [+ ATl <& s fj A PR

59.dsRNAJHFEHEAIFEYRNA &5 -UGACUG-3' » HH #HRNAFS A N5 ?
A.5-UGACUG-3'

B.5-CAGTCA-3'
C.5'-CAGUCA-3'
D.3-UGACUG-5'

60. TFIMa[E i AR A NSRS 29 (HIV) BrBEMEATERTY ?
ALIRT-PCRiEH & (Polymerase) BiZE G (Protease) £Hi% » METIZBLE T
B.Hybrid capture assay
C.Branched DNA assay
D.LAMP ( Loop-mediated isothermal amplification )

61. [ FI e oA (A S 4 R BEPCRAgCH] - F52Ereverse transcriptionfly SZfE B ?
A.Herpes simplex virus
B.Varicella-zoster virus
C.Rabies virus
D.Epstein-Barr virus

6247 50% &% BRI ARY I A s /B Y 5 ) BRI A T3 AR BRI S8 (Inversion) 8852 » Z4EHT
FITIS LR 1A ek oy 4 AL RS SE £ #: (Homologous recombination ) Fr ?
@Int22h-1 @Int22h-2 @Int22h-3
AEOHO G
B.EQHO
C.EOHO T
D.DHOHB H ik

63. NIRRT E R Sl (G6PD) G EAYERA » (A& R 2
AL NERZLEREEX028 » #AT 5 LsR A5



B.fIL Nt fEXq28 » AT (B AR OPNILW
C.2&&y 21 kb » GELIEIME T (Exons) K 12{ENEF (Introns)
D.F#7& (Promoter region) E#EEHAT-SPLEE I E
64. THIRHTFE 7 BB AT K/ B AR (Deletion) AR » o] IEAE ?
ANFHELIEPCRIFIEDNAS B
B. PR AR
C.IHMEPERG
D ALK
65. T HIAB L i F A Bz i 0 2 DdHPLC @HRM @)Gap-PCR
AEOO
B.£Q®
Cc.EO®
D.O@®
66.Follicular lymphomaig: i 7L AY 2% (ol 5 5 fs a] ?
At(1; 14)
B.(8; 14)
C.t(11; 14)
D.t(14; 18)
67. N ¥l{aféichromosome translocation&iacute promyelocytic leukemia M37fii A By FEREME 2
A1(8; 21)
B.t(12; 21)
C.t(15; 17)
D.inv(16)
68.5¢ 7 ik DfzE: (D negative ) [MAYAYRhDALRI S S £ T 51/l 2
A.G355S
B.V270G
C.K409K
D.325delA
69. T HIMA[E 23 R AN AT S0 e g 2
A.Sarcoma
B.Teratoma
C.Ependymomas
D.Carcinoma
70. NFTFECY P2COKL RIAY A I 2% Efwarfarind g (i a1 2
A.CYP2C9*1 (5—%))
B.CYP2C9*2 (E_Al)
C.CYP2C9*3 (FE=#1)
D.CYP2C9*4 (ZEPU#il)
71.Tamoxifen =2 HACARE MY TEER ?
A BT
B.5 ¥
C.EHRhE{ b
D. ¥
72. N FIUERE SRR ERAN 07 A A AR e AR Bk (HLA) 2
ASSTEPEHIEEE (7 %5 ( Amplified created restriction sites; ACRS )
B. A B B AT E S E ( Sequence-specific primer-polymerase chain reaction; SSP-
PCR)
C.DNAEF?
D.[R#I A B %A (Restriction fragment length polymorphism; RFLP )
73. AR N MmEREURE (HLA) BRI - falE e ?
AR LR AR AT R [E R 722 52
B.HLAK AL Ay B85 7p21.3
C AL A A A S H L HE A (Linkage disequilibrium )
D. A LLHDNAE 553
74 LISTRAE(THIEHEERT - WEREEDNARBKE 2% : OPCR specificity @PCR
sensitivity @Positive control @Negative control

KEm



AEQ
B.ZD®
R 10®)
D.IE@®
75. NHIFBEL AR AR ES A B & DISTRIEFTHI € 7 ORFidBisisia s O =(8H N A#EE
¥ OF =i M4 EE
AEOO
B.Z@®
Cc.EZO®
D.O@®
76. Tl 4H T 22 AR EE R T i Sl A E S A B T ©
A.Negative control
B.Sensitivity control
C.Reagent blank control
D.Internal control
77 ABHAIRNABEA - (R{F6{lH A DAY & (77 =07 ? ©-20°C in DEPC-treated water
2-20C in ethanol 3-70°C in DEPC-treated water @-70°C in ethanol
ADO®
B.O®
Cc.Oo®
D.O®
78. TN 8RR (HPV) 2EBNEURRT S Gl AR B p S = a3
AR ?
A.HPV-16
B.HPV-11
C.HPV-6
D.HPV-44
79K BRE > AR BRI BN SR L EC B BN E N S S AR ?
A.c-Ras
B.c-Src
C.p53
D.Rb
80.7& R - HPVHYARABY G AFE i T 5 el fdtnn /T A B 2
A.EasyChip HPV array
B.Linear Array HPV DNA positive genotyping
C.Digene Hybrid Capture I
D.High-resolution melting analysis



